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GaeS^a^SS<*(G protein-coupled receptors)ti, ZS^SGTP^^ 
tt2>?>, ""70JRSaffla««:j t^BPtfK*. GSdH«aS«S<*tttt^^ 
ati. Hfl*SGTP©6aaHCJ:D«a#*vi«JBrt-b3b> M#-b>y 

^-tt, t^u-^^*- efctff a cah\ 7*A7t';/^cs?>r 

®ifi^e>2>i:«co-Cgfc (^W7U.Jep.Ateuro5c/.(97 ) 20:399) . 63SH#tft3g 
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L2>u«c2y?,^ra©t h-yyA^ttt, ipa < t * 400 aw> s^ctoTtti 

OO0a»«®G93S^«Sft««>y«4£rfi. t*»S^dnxv>S (Trends P 
barmacoi.Sci. (97) 18:430) • C©*tt, ^«©^ J i»B?*f©JRHWJ£ac«i 

oTs «fit*»&^-7 7 > g £as#ssas*©tt*ffl&*jctflDDr 

sraT©ffiSt^ffls«a«ii:UT*t), ^©^-c* GffieH«a®gs«:cB8» 
)ti>BBxt«««^ ae9U^s$*s«>i:uT> n#e«^ ©as*, «<b«»s 

3. *©£», fii£Ttt^<©Km^^y>'A»«T!Wt > 4>fc ) 5 fc ,fc^-_ 7r 

TV%*. C^Ufctt«E*««li:L-C, JaiS-Ctt«r»G®eH^SSa§<*©^ " 
aWy*>K»*©iaWb«*«feiir*tJB»T^*, Mitf. calcitonin «ene-r 
elated peptide a«<* ( J. J/o/.C&».(96 ) 271:1 1325 K oreiin {Cell (98) 9. 
2:573)* UT prolactin-releasing peptide {Nature (98) 393:272)* ir©* 
*^«^0T©a»W?ei: UT^^^^aiS^oWCib^fc. 

ttc. ^~7T>GffifiH^agaas*tt«fctt«W'jra*t»6ift^fi%f4© 
si^flDttt, *^*aB«*©-cvY4. -«B<}t*-7r>Gaeiff^a 

SdJjI^aaiaSfrSttWi: LA:SJ«.J©fiiJ«2Vffliai?rnTt^ (7reijcfa Pharma 
col.Sci. (97) 18:430, Br.J.Pharm. (98) 125:1387) . Tfcfr*>, ae^ttf^ 



BEST AVAILABLE COPY 



WO 01/4918* 




-3- 

*>S>V-TfcScAMP, Ca»©8l<b$Ji«£L*:SIfiB:a* *)-->9K±l)$m 

*-7r>GffiaH#S32gSttKflr*fc#«!fcft9 (surrogate) Trf 
hSV7>*^7f©ftI> ^T ««£©£&&«&©»«*> JlKSjfc: 

H»W &©«*> i: LT »tt r * 3 i: * B to i: f 4 . 

2£<*©ftffltTifca 7 <g©sms f<* * > fc** 5, naswcttista a 

>^=f-^ Kox^u-r>^ *s^tt;r*i5>iafc?*KiS-r a ££©&«£ 
mm lo*. 

ep*^ *«wtt, sf^Gs^HJtasss^iJiv-tn&oiae^x atv 

C*n5>©W3Ii3J;tfffl£t:HL. J;!)£#$jHtiU 

(1) ^^-»='J>K^ffidfr«S^©S$^*3-HrST8B (a 

) *e, (d) ©v^rn^tEiaoDNA, 

(a)E53JS^: 1*5.4, 1 7 *?> 2 1 ©^rft*t«B©©7 * y|5filjijfr& 
&5S6HS3-Ht5 DNA, 
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(b) E?J#*§: 5*5,8, 2 2*5,2 6 ©Vvm*£ISO©Jg2SE£l©=>- P 

(c) E*J«^: 1*5,4, i 7*5,2 1 ©^r*i*tlBO©7* * ^KE^t* 

ySRyy*5,*«,aasift3- K-rs dhju 

(d) E*J#^: 5*5,8, 2 2*6 2 6 ©V^r^tK^fflSEJaj* 5»fc * 

(2) : 1*5>4, 1 7 *5> 2 1 ©l>-f ti*t8Bfi©7 S /&E2J 

(3) ( 1) Sfctt (2) tgeOcDDNAfcM-r*^*— 

(4) ( 1) *fctt (2) CEKODNASfctt (3) CR«©^**-£ 

(5) (1) (2) tE«©DNAt^D3"H*tiiSefIifctt 

(6) (4) fcte©©J&Hts»<**i3atL, B^HfefcttS fctt*©i3*± 

a*5.«ja^^fc«^esfctt^r^ K^nsxrixg^^tr, (5) cgeeo 

(7) (5) fc£e©aaHti£^-rstf#> H©7^'j-->m-c* 

(a) (5) KBflfcDgaBSfcti^T'*- FC»tfcSCiB£8/»i*"e*xg, 

(b) &aes*fctt^:^Ktt£^***<t£ft£3fc-rsxe. fc^tr^au 

(8) (5) t:«3a©seHi:^oy3tf>Ht©e^ssrafs«*^-r 

(a) &&&m<DttT? (5) tia«©S6H*fcti^©©^^r^Kt:'J^ 

r 
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(b) «tftl^##£TT-©tS^T5ti:i:tt8LT> XS (a) T«m*nfc*^ 

(9) (5) tiao©ffieH©fst4*ras*fcttejg-r*^»s^^'j- 

<c) tt»K«^»«TT©aBSfc*l**ftftkttttUT. 18(b) T*ftffl<* 

as, 

do) *njau*tt*a:*fc*\ caw «&©£«; sfc<i*;i,^e7Aafi©g 

<tT&*, (8) Sfctt (9) fcRBtt©***, 

(11) (5) CB©©g£SJC*S^r*tfW** 

(12) (7) *e> (io) ©ur*t*ee2ra©*£ y-->^tjL»?^« 

(13) (12) CB«©ftM&#tt&#fcr£BJBIBJS4k *3J;v 

(14) s, eras, £*tf:™\y/w^-ff*5,fc*w**a#;**is£ 

/£©*&«©£#©, (13) ICgBO©K35l§^«b, 

(15) E*J*^: 5*5,8, 2 2 * 5» 2 6 ©Mm*lcE«©Jfi£E?!l* 
5>&*DNA£fctt*©fc««fcffi»fi«)fcv /J>fc < fc IS * if X,** H©0J«fir 

(is) «, wag, fc£V7;i'^^-fc*5>&*#*$iBtti*n*gi 
ao»«»iST»ot, ttma«©ttftj&cnau^«isic«rt« (i) he 

<R©DNA©fcS, ifctt«fi&St*$tt4 (1) tE«S©DNA©S!Kfe^tfir* 
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(17) (11) tSBSO^Jfctt (15) tE«©?f U**F££t* 
, S, OTiSS!, *5«tV7^^/^f^-jR*5,=&*»J;!3aiR^n5SjSL©^ffiS5 

, s»«r*4i©T-*io 

ft £ ^ LT CBB&W t ^ * ear * ttiaSR9S*€ 1ST . 

9 e H^as^ss^t v x ^ * <t<e&> « is-r. 

35*R**©ft^*^tr. 
*56^t*5V>T rr>^^-Xhj fcli, y#>K*GffiGS«#tftS!>gS<* 

*«^t±v «riaft g aeHftasss*fiii;ttsid»* ft* dna s 

Ad?D->«, rcPEv8j , rGPR ? i2j % rcpR»i6j % rcpRv21j , rcPR T 40j 
, rcpRv47j . TCPRV51 j . r GPR?71j » rGpR»72j Ufc (cfcBfcfc t 

TCin5,^D->*Si:©T r GPRvj a:Wtr*) • Ztih cDMA ©ia«Eyg&E 
yj*^ :5*5>8, 22*5>26fc:, & cDHA ») ^n4S6B©7 i 
-/KEWSE^JS^ : 1 *5» 4, 1 7 *5, 2 1 C^r. 

BUSTtfe»©te», GPRv cDNA*3-FTftB£J?tiU vxm*B!l»i© G 
H«»ffiSS«:t*Ja*T'5^»E^±©*B«ftiBUfc. r G pR 
v8j tt HUMAN VASOPRESSIN V1B RECEPTOR (P47901, 424aa)C« LT 361©<a^ 
t£&* r G pavl2j RAT 5 -HYD ROXYTE YPTAM I N E 6 RECEPTOR (P31388, 436aa)C 
« LT ZnommHi. rmvlSj tt MOUSE CALANIN RECEPTOR TYPE 1 (P56479 
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, 348aa)C^UT 28X©fflEHi€. rcPBv21j tit BOVIH NEUROPEPTIDE Y RECEPT 
Ofi TYPE 2 (P79113, 384aa)fc*JL,T 30X©ffi|BJ££, r G PBv40j tit OXYTOCIN R 
ECEPTOR (P97926, 388aa)ir*JL-C 34X©«H&£, r0PBv47j tit GPRXJJRYLA P 
ROBABLE 6 PROTEIN-COUPLED RECEPTOR (Q91178, 428aa)C*iLT 43X©ffipiH£ 

»"GPRv51j tt PROBABLE G PROTEIN-COUPLED RECEPTOR RTA (P23749, 343aa 
)t«UT 371©*8P3««r. <"GPRv71j Chicken P2Y PURINOCEPTOR 3 (P2Y3) 
(Q98907, 328aa)irttLT45X©fflHmS, rcPRv72j tit ALPHA- 1 A ADRENERGIC 
RECEPTOR (002824, 466aa)C*iLT 30X©fflEH4 Lfc. 

*!6^«ef*«*«UfcGPRv cDNA#3-Fr*ffi&H (WT, TgpRt 

aasaj t*fcf*c ^rn*GgaH#&®as<*:©fcaT* 
gprv cDNAtt, v>rn4> GgfiH^aga5«i*:7T5 »j-tKT5ses 

£3-KL-C^*t%A$>*i*. G IS 6C&$*g5£g{fctt x *© U *f> Ktoffffl 

lEl&Jt^CMflSlRAtttAtLt, KUUIS*. SJS8#, ?8<t8# 
> «K&£«&#fc£©#se^<©«#©mt:H3ffiu-t 

tfcoT, GPRvSaHtt, GPRv«^R©«|tfe*Ea®r*«-^K-¥»r> 

&©ra«©SB&«*ifcfca. 

aeewtEi^j tt*. ^atfcj&t^saatfGPRyffieHtH^o^ttj^fio^tts 

#LTl>idi:S:^tl*-ri. GPRvffiaf5j¥fto£«5^ftftt4i: LXtt, =fi# 
S> GTP a SJ ©fSt4<fc * *r UT fflBSrt ^ i' * fj U ? fStitfSMf 

^4. Ha<*3J6TP*££safitt> sstt<b-r*fiBBart€s^cD8iatj:^T 

. Ca**±#<*-*SGqg2. cAHP£_t#£ttaGs3K * cAHP £«JfBIT * Gi 
£©3aS©#^:JU-£#S;*n*(r/-e/>Q , 5 Pharmacol. Sci. (99) 20:118). 
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6£oTv ttfefcfc$aaH#GPRvaa«fcHS©£t&^ttftfcfc*IUTV**a» 

gottu ■toTStiftit.tsaBartocAMPiaffit u<tt*;bi/»>AiSBc 
osfti stttti r * c t c o ffer ?> c fc *^j66t * * . 

GPRv 9 a H fc&6tl*j t: m ti 2 B H * JS»T S t tf>©;5 ffi© l o©ffi i: U 

-ft St cat, CTitt, Stt£fR*JjSSB$eiS(ft//Tezjt Protocols in Molecular B 
iology edit. Ausubel et al. (1987) Publish. John Wiley & Sons Section 

8.1-8.5)) msn*07*j&<D&m±. sftjicasivt 

4t4Ckt.»i. *RBgttt, iicDjt-5tAxfi5i)»a«st^bfet>©^*igt) 

GPRvSajfCT^/KE*) (E*J*^: 1*6 4 ^ 1 7*62 1) 
T 1 4>L<tttt«©7S>K#H», »A:fcJ;tF/fcL<titttlm&i:c:J; 
D«JJlfciflST*oT, GPRv ffiGHfctt^9DC^$fcffi SH 

-K&aafit*ita7'^yK©««»^s:iiajffitt. GPRvaast©ate#s 
ftsnaiaDSiifititfc^. w^ttt, /K©io%japvcfc 

GPRv Saata^Wt:Pl^«cffiaH*ra!Rr*A:«>0^&©f&0!Btti: tx 

at, /w r ^-f 3 >tt«*4v^tt»e™«tt«**jffl-r*AaEtf flEw 

^4. BP^, £*«-Cfe»ltiU /W:7y^tf-^ 3 >&$g(frrrei7i Protoc 
oJs in Molecular Biology edit. Ausubel et al. (1987) Publish. John Nil 
ey & Sons Section 6.3-6.4)£*Jffl LT GPRv K1"<& DNAK^j (B2 

5*6 8, 2 2*6 2 6) £ fctt*CD-fflJ£ 4, i: t^)|l*fcttj|ia^«!l 
Efc*©DNASt*4jEPS>. ^ntffl^lttOiauDNA^^iaiLT, KDNAiPe, GPRvffi 

tGPRvffiaH*3- Kf « DMA ^'J ^ * DNA £ J: 0 u- K^fto 
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sastTft^x. GPRv§iaHi:aitfi*jt:i3i«^ffia^t»*fc*«wosast: 
tin*. 

GPRvaastaffiwcR^&aaK^a-H-ra DNA**ara*:«>©x h 

U>^i>ha:/wrv^Hi-i'3^tti:Utts ffiflT rjxssc, 0.1X SDS 
, 37*Cj SSO^TftD. <tt)«bl^#i:LXtt ro.5xSSC 0.1* SDS, 42 
^Cj ea©^T*t)s S&fcSIL^&ftfcLTtt ro.2xSSC 0.11 SDS. 65-C 

ir7D-7ie^ii:»v><eBii4*«r*DNA©^ttsBs^L-5a. iu .tsessc 

, SDSijJ:Uiaa©^oe^t>-frttWi^-C*Dx /W7U 
c o J; -5 «c/W ^ y -t?-^ 9 >«W**Jffl Ut^a^ DNA ifi? - H 

rssaKttx GPRvaaHfc^^KswtfcvrcH^igiigttfciif & 

. m^BPHthtt. 'J>fc<i:t>40X#±, »*L<tt60XW±> 
<tt80%W± («Atf, 90%W±*»95%£Lfc) ©eEWJCDfflrattSftr. 

T^yeKW-ejfflaiBe^JOH-tttt, larlin and AlUchul 
A BLAST(Proc. Natl. Acad. Sei. USA 90:5873-5877, 1993)t i^TS!$t4 
CfctfTS*. dOT^rf'JXAtatJOTv BLASTN BLASTX bfyt£tii> ~7v 
^7A3b»93«*h,T^S(Altschul et al. J. Hoi. Biol .215:403-410, 1990) 
• BLAST caSrSMT BLASTN C J; oTSSE^JSWW tiffl^ Ctt, 
-ttfctitt score = 100, »ordlen«th = 12 £ + ^. BLAST tSrSV^T 
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BLASn tJt?-C7* y'REFJSWtff £tfr&Kti\ /^^-^-ttfctjltf sc 
ore = 50, "*ordlen*th = 3 i:t5. BLAST i: Gapped BLAST ^7 A*«V%S 

CD^(W«J*#fi£tt&»]T*>S(http://www.ncbi. nln.nib.gov.). 

«e^J8ISa« (PCR) (Current protocols in Molecular Biology e 
dit. Ausubel et al. (1987) Publish. John Wiley A Sons Section 6.1-6.4 
) fcffl^T GPRvffieH£:3-H-5DNAE?y (EJ&JS^ : 5*t»8, 22*»& 
2 6) ©~-gPSat77^v-S»8fU GPRv gfiHS3-KTi DNA EFJfc 
«^OSU DNAm>t$#at, S DNA &&C GPRv S fiSt^t^^S 

*ft^tt, ^«^©«aScDfil^7'^- FS^tr. dCDS^^r^-HC: 
at, Kt^r^»i< I ^^±J^e5S1&ff^fcfc)<t^^^7'^ H^iiii, 

«t-5&^:^ K*fit^RUft77^-r>f-A7^tt, KO^d^ '>>-- 

<*^lHtfflV^^>Ci:4,RIS6■C*5. **^©a^7-^ FHU «^tt, fifi?I 

^fc^ai, fi»©^.r^K^ffi. *4v%tt*«^©saa^5g^<e^7'^^- 

UT, S7$.;«k&&&L±, »*L<ttl2 7'^>'fiia3S«± (Wittv 15 75/ 
fc^nJfifeT**. IS&AffiaHtt, Witt, S5EraJ;-5t>iE4S^cD2aH*3 

- F-rs dna fcfcALfc^^-fcaMjfcteSianjsfcgAu je«etft*rtT 

Y - * 5 A £#JJ§ LT JHSl-r « C i: >yT & a ( Ci/rrei>t Protocols io Molecular 
Biology edit. Ausubel et al. (1987) Publish. John Wiley & Sons Sectio 
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d 16.1-16.19). 7 7*-x.<-fa«fc:J8^atft<*tix * l ) >? o— ^-^m^T* 

> («*a, r 0n the fidelity of aBNA translation in the nuclease-treat 
ed rabbit reticulocyte lysate systea. Dasso.H.C, Jackson, H.J. (1989) HA 
a 17:3129-3144 j $JS) tttlz X !)*&tB©®Gfl«:Sa»r *C k*aj&-C*. 

S*u *»SSa. ±K*felB©ffiaR£:>-KT*DNA*ffi{ftT*. *«E 
©DNAfcUTtt. *«S)i©g6afc3-FoS*fc©T-*ixa> *©JBS5fcft 
fcftHJRiafc<. cDNAOflS, *f J U DNA, 4b5*-&fiR DHA ttif t>SS*V*. 

e st s => - h u-5 5(g tK »ei&^©igs c a$-3 < a £©«aE?y « 

*ir*DNA#$3:fta. *fci»©DNAa, _tSB©J;-5fc:x GP1> 26fl$3- H 
"T4 DSAEfcl (K9U*-9 : 5i>£ 8. 22*f>26) &2>C%a*©-6B*:7D 
-7fcUfc/vf 7'J^^9>»^n& DNAEWfcfcfct^ffcUfcT^ 
4 T -fc/§ fc PCR «^©Sfii t J: D #ST * CI ii # aJfgT * Z> . 

£fc> *ft^ttx *«i«©DNA#»A£nfc'<£*-4»«T*. *«W© 
^^-kLTtt, »ALfc DNA * fcOTfeKtmtlfclia**, 

pBluescript^**-(Strata«enettH) *»tB©ffG51*£ 

. lEB^^-fcUCti. ^fl^. ^SS^ tS»fflBSf*9> £BH8ttf*|-C£6 

ntfpBEST^^^- CTD*#tt») , *ffi5HTfcftapET^*- (Invitro 
&en#&) . ttSflBBSTifcntf pHE18S-FL3^*- (GenBank Accession No. 
AB009864) , £&®<*T*fta pME18S ^£ (*>; CW7 WoA 8:466-472(1 
988)) &*r##SL^. .©*«H8© DNA ©t?Att, tStiD, 0! 

Atf> mmmmvj hzm^nvx— esi&tzjiQiTiztV'czz (current 
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protocois in Molecular Biology edit. Ausubel et al. (1987) Publish. J 
ohn Wiley ft Sons. Section 11.4-11.11) „ 

**l8tt, *ft^©DNA*fctt*ft^©^^^-^R^rsmHG» 

(Ctarreot protocols io Molecular Biology edit. Ausubel et al. (1987) P 
ublish. John Wiley A Sons. Section 9.1-9.9) . U tf?:*** * >fc (GIBCO 
-BRLttW) . 7>f ?n4>y = 9*>3>&lzZoo&&&X&xft?Zt#PStfe 

**f«tt, *«lfi<5l6HS3-Kr* DNA (EJ»J*^: 5ii»*>8. 2 
2*»€»2 6©V%rn3fPtEeoffl3IEy>J^&*«)DNAa)5:fci:^CDffiM©) fcfc 
1S$)fcv 4>fc< fcfc 15 K©8h&s a 

iu-C r*S*D«?j fctt. A:T (fc«LRNA©S£tt U) „ G:C ©««#*» 
2 *0H^©~;* ©0^*J* ate* ©ffi r^^j ttt> 

i5(a©9fi^Lfc?^i/Jt^-Pfa^T^±tis«SEWTfc*t86t:i8e>nr 

s 70X. ffJL<tt'J>4< fc4>80* J;D»SU<tt90X. 

* u<« 95XJii±©«SEyy±©ffiEi«s:^rn««fcv%, fflH*$*^rs&» 

©7;nf ij XAttMSCSttlfc *»©£«S#-r*xa J;^. d© J; *> fcy * V 
^-^Htt. *Sae,8© DNA fctfttfk *at4fctt)OrD-mt. 
H8©DNA £tfHf SfcJO©:?'^ v-fc UT*Jfflf *d i:*«RjBtT*4. 7? 
^v-tuffi^ii^ttt, 15bp-100bp, #£L<tt 15bp~35bp© 

SIS****-*. rD-^i:L-C^U*«^tt±s *«^©DNA©'J>&< 

fct>-&*eu<a±SJ©E?y£Str'J>fc< i:^ 15bp ©«fi©? ^ H^ffl 
U£»n*o C©J:-5^?^U^^Kti> fiFSb<t±*ftW©aa«*r>-Kr-6 
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DNA £.&m&)£>U Xr«t)©T**. ^gfluc;W 7'J^Xt5 

j t«u as©/wru^w-tf-i'3>^ftTs »*u<tt^ h »;>^x> 

*ftTT. ^»^©SfiH4n-KraDNA (EW*^ : 5<pe»8. 2 2fi»e»2 
V^-f^U^-e-^sV^RT-PCa tjLf), *ft^CDBajl«3- f-t*dna 

*fcttr;i/y/N-f v-#}©tft3SE^©*j«tf%itf»na. afc, cne»3i^u 

^Hft77-fv-t LT/8^fctf ^ 7— tf*0SJc-.(PCB)fc J; t» *«^©S 

es«3-Hf*DNA-?»*©jBmi(i®»«€teeu mrmm, sscp. 

oi>S/>^l5©^ait:J;?). DNAEW©K^*«S • BBjTh Z t i^Tf & 4. 

Ctve.7^W*^Httt, *%^©Sajl©?53Kfe«Ufil-#-S*:»©7> 
DNA*»«*ixS. T>?-fe>>tDNAtt, rv^-bi'^aaitSISJe^ 
ffc«>t:^ '>«< fct> lSbpOlJ:, »*U<ttl00bp, * L < tt SOObp 

JCU:<D«***U 3000b P W^ L < tt 2000bp Wrt©tBfit * 

- c:©J:^ftr>^Hr>^DNACtt. *ft^©aaH©Ra («6B«a^ft5i 

»») feirtjeaLfc^a©®^^*^©^*,**?,^!*. B7>ft>^ 

DNAtt, Witi. *ftW©ffiajJ*3-HT4DNA (Wiltt, E^J*^ : 5ip& 
8. 2 2*&2 6) ©E5y«$Bfci£t*;**D?-**-rtfi (Stein, 1988 Phy 
sicochenical properties of pbospborothioate oligodeoxynucleotides. /toe 
leic Acids Res 16, 3209-21 (1988)) fcift: J; DaRr*- t^qTlt-C**. 

^^^i'^-^ 7f;^'f;i'X^^- N 77V5ff#e>-f <tir©«> 
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. ^St. *?E^©lA*t:tts t Kbtft*&if©«^m<*t>§a*l<5. 

*«H8©m»tt, ^»J^D-^-;w^©«^t:tts aactrttv^ft^cosaH 
©rS/»E^C«£r**'J=f^r^ r-££r52U SftCftftri^lttJ:?) 
WiCttf^JfitTft* (Ct/rreat protocols in Molecular Biology edit. Ausu 
bel et al. (1987) publish. John Wiley ft Sons. Section 11.12-11.13) . 

vttJfiSfflWL. R/WXiJ K-v|flj|&i)»£f9ac:i:jt> I -C&* (Current proto 
cols in Molecular Biology edit. Ausubel et al. (1987) Publish. John Wi 
ley ft Sons. Section 11.4-11.11) . 

*a«8©ffiaH££^r*m*ttx *ftJB©ffiaw©«3atao;i, * 

-witauHL ifii«. ^fcttefia^ir^effiew^^mt. ^^^^ 
>7d?t^ ftfiit»v aisA«©^atj:4*%9i©fflefl©«aifta 

LTn fta^«jg©Rff©«fiR*tftS-«BfirS^i:« I T&<5. **9i©tnrtm 

, «Aax ft, w«ft> *fctt7*y/vf ^-^©^^©^Jffi^^it^na. 
*<tir©ifl«jt*jffli-<jc:i:^^ite»ns. *ft^©jA{*a, *«qg©adf5© 

i^a. *!ft»Sb b©t>©tAtL«5^.3bv^^ (W*a, rF unc tional transp 



WO 01/48)88 




-15- 

lant of aegabase hoaan iraunog lobulin loci recapitulates human ant i bod 
y response in sice, Mendei, H.J. et a). (1997) Hat. Genet. 15:146-156j £ 
M) £&&TZZt£jL*)8i&-rhZ£&T:t!Z. tit. tUtMtt, 

D-+>utKt*<Dm^&&&zm^i!L&&*tato*-£jL^TBinTzz. t vr- & ft 

{Methods in Ensymology 203, 99-121(1991)). 

>K©**y-^>^2rSE$!S#t-ft. :©^^ y-->^#i&tt, (a) *« 

H*fctt*©»»^^ Fcts^+ftfc^fcfcSiRTftxgs^tr. 

-f *fcgB£*V-t^**>©) fc*Utt77-y • x4*?-WiS {J.Mol.Biol. 
(1991) 222, 301-310) fcirfcifcffi LT ttlfcSnfc^ >^A • KfilfcJS 

^ftdfc#?£ft. sfc, ati£«>©ts*±m-t\.ffi«K ®*£«5fc*©^jRfi!i# 
uzbxfi >)-->(r<DX&tttz. *©aiu iH*iit«>fcrft£#*fiiattiaj» 

**y-^>^fc^ft*»ty3©£ef3tt s taUfcf, fiUSSSi^Mt^S! 
MPtmitZ? >)-->7<D&mtLXtii* mitt. *»S8©S6E©T;M = 

tire**. ;n?.^*^t4»6ttts »«ia«t±MSsau 
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#m (surface plasBon resonance) ©JfcffcTtftffiT ft*iS (Jfature Biotedwo 
logy (99) 17:1105) S/BWftCl 4: fcqJfigTfcft. 

£ HB©« GfJ^tS^f ft d t C <fc D £ U- ft fiMSfcfctt * «fc**&|3 

. GffieR^3S#l:«t*7J-^ rrSt$ttGTPrSl££fcfcJ; 
£ft. 

-cD^tt© i -^(onmmt GgaB#agss**^<**fc*ffiiBfi?s 

20bM HEPES (pH7.4), IOOhM NaCl, 10«M KgCl,, 50>uM GDP M<1>?v 8 ST« 
a^nfcGTPyS 400pMiJB^^ ttttS^#STfc##fcTT*-< >*^-<- 
->a>». (filtration) Sf5v\ fe^Lfc GTPr SOfltttfStt ft 
^ifcfcJiJ^ftdfctf-eSft. 

JtGa0H«»SSS»tt, =fi<*ffiCTP^saRtofSI4fb^LTffl 
flSrtt^>^^;PSeat-S5'^7 1 A5fett%UTV\ft. H»*S6TP«^ffieS 
fct. *SttfcT*aifirtfcj£#<D«3BCJ;oT\ Ca»'S±»^^*Gqe. cAMP * 

U fcftUfct promiscuous GaS^R, Gal5, GalB £fl3VNT 

2-&Z>Zt&PjfeX'$>Z. ±StfcCa"U^;Hi. TEE (TPA responsive clene 
nt) £fcfc*MRE (nultiple responsive elenent) &_ti&t:?i f ft Utf — » 
e^fS, Fura-2, Pluo-3 i:©Sifera^&* aequorin ttifWgHfc 

«rJS»ilbT«m^TSft. K«C> Gs ®S o^7a^y r fcffe<o G g& olf 
ri;S**7<tU Btt^^^Uft Gs©*aBSrtfc£JieT4>ft. cAHP 
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±#K*3ISS-«\ CRE(cAMP-responsive element) £±SSfc: m? ft 
fc^#T©gft£mSi:TftC fcfcpJflfeTfcft (Trends Pharaacol.Sci. (99) 
20:118) . 

^t©!i8a:*<, ewti&Lrtt^ci&iaufitffflo&nft^ mau cosia 

BS, CH0 8IB& HEI293ffl8a&tr£0!l5<t-ftc:fc;tf-e&ft. *%3S®£6R$# 

. SV40©«0SSrD^-^-*^-rftpSV2dbfr (Ato7.Ce;7./?/ 0 ;.(1981) 

1,854-864) pEF-BOS {Nucleic Acids lies. (1990)18,5322) , pCDM8 {Kitvr 
e( 1987)329,840-842) , pCEP4 (Invitrogen tt) GafiH^aSSS* 

*fm* -^ftCDCSffift^^ »ft. .CD*SfcHB® DNA 

a^fc:J;D^IK»3R1t-< hftffl^fc>J#— VBL&£J:0173 Z£#T-2Z {Cur 
rent protocols in Molecular Biology edit. Ausubel et al. (1987) Publis 
h. John Wiley ft Sons. Section 11.4-11.11) . ftfc, iS^WBS^O^i'^ — 
«Att, W^tf. U>»*;Pi/f>AfetJRax «5l/^^#?iaj (Current proto 
cols in Molecular Biology edit. Ausubel et al. (1987) Publish. John ¥i 
ley & Sons. Section 9.1-9.9) . Utf:?x**S>ifc (G1BC0-BRL tt») , Fu 
GENE6KSS (t-"J>tf-y>n^A|t) , ^ d >^ x s >gi3tj ir© 

ft. Cl©^^g-^>^«:tt, (a) ««flaf4ffl«TT*ftW©aaB4fc 
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at-€©aj^r^- Kt';^> k ttffidH$fct±-t©s^r^ 
y h t ©te^stt * tftmr ft xg, ( b ) «tt6w^^aET-c©^ss« t 
jtttLr. is (a) T«tB5snfc«*«tt««T**64b6*tofta«r«xa 

. -«IB (Tetrahedron (1995) 51, 8135-8137) tioX»^*vH^tt», & 
iVMi7 7-y - 7 s (J.Mol.Biol. (1991) 222, 301-310) 
*6fflUT^«^*ifc-5>^A • ^.7*^- K»^fflV^ftC^;tf^!&ft.• tit, 

©a«±.«-t», «a«B. if5#^«5&*©^^&ir4j^^g-z:>^o«ftt?c 
ft. *©*. Da=feiiu»i:Tft4<«n«jaai«). fflnsnfiHifa, ae^^-rr^y 
-~o>mim®}. <£f&<&a*to&&s Gto^m's z#*\j*>im> 

y-->^©#ffii:LT:tt. «^ti, y^f> F*iiMSEHft7cS5 
feifT-«iaUT, «tfttt«©^Tt:*5V^T*ft^©sejli:ffiM^^ 

sfiT^-frft^ttSs ay^>Kc«*nt«ja*sctftmrft»sftffli>ft 
dfc*»-csft. xE©*«w©ffieHt^rfty*>H©^^y-=> 
^©w^fciqitsts m&pi<o$L<t*mm£x* y-->^-rftc:4:^Biit-c*ft 

. HJ^x *ft^©ffi^H«:?BS2rftffllJat»tftK«©^ffTT?'J3tf> 

^ftft^«i^aiRrftc:tt:j:»?v *&Bjjc[>ffaH*y#> Kfccis^trasr 

ftfli^«5«:^^ U-=>^1-sc:ttfpJ6g-C*ft. *«^©S6«ft4B3Sf 649 
BStt. ±EUfc*ftR8©mdWt^rftU^> K©^^ U-=>^a)«6i:lsi 



WO 01/48153 




-1 9- 

(b) gtu#> F©*«t8©ffi&H^©*3^cA*mfc£ttaKft£fcai*t* 

IS. (c) «»6t«^&TT©ffllBC*^aS!^i:tt«bT. Ig (b) T 
A • ^7? F». «£«J©*Se±?8-?\ ««)> i&i¥£i»Efi*©*«Ua#> ifcttffl 

±Rufc*$Sf8©saRt:*S£ra f©** ■ j-->^ ©©stEiata 

*flj]Sl*J©Ca»l^;i/-?>cAMP l/^l/O^S^ffit^aJt* 
£i:#T&a. IflJBrto^^fiafclftairaa^tii. )w>7^^- 
* & ir * u * -ae* t r a u *- * - t v -t -f &m<Dm&& zmm l t a* 

c*i^s«ftii:itKbT. &wmz®mi< zm&tisvz&ib 



wo outsits 




•20. 



ErtbS&tJu *«iB©ffiG»©Tsa£«aira<b^Tfcafc«££na. as 

T:M6E©aaS©T£te#^*fcttlBS2na£fc£l8T. £©** 

lt -**>©&&« las a ft tt<s&i- a c * t «t d *9tw<om e ji©fgte * mm 

£fcfc*«£T a<t^*9©«U ifte»©*£6S<*fcffl«3; fcttSJSLfcMtf. 

*?6W©^^•;-^>^&tJ:t)^tt$n.^,ft^«p*E3^^si:Lrfflv^^»» 

&tz£*&M1tLit&&mf£toti,x&*ZfT$z£^n-cz>Z. «*Hx IS 
S^±*F£l^*£# <SUE*!U fiSfcffJ, JLftffJ. # 

himu a^-t^au i- p-?^ i'Dvm mm. am. ®aww> &&*aa ( 
mm. mmmm . «»Am> gAaaxk jasftk ia«t»^©»*j4:L-c 

£. #-*Sfci, &£©<*S*»*tt. tt^;*i*fci:fc:.fc!>&»ra#, 
ntf&Sfc#^fi£jBM#Ta£fc#^frei&a. Stfb^eitfDNAfc: 
¥2M S*©-e*»*v«s RDNA £Safc^fSl&ffl^*-t:*a&*x 
JS£^f&jaSfT-*c:i:&^;t&*va. *$5«JH©*£> U--V^^K:«k 
nafl^SDBu ffi, *fcttr;i^W^-«©r£«K^©j&ffl# 
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at. ^^©GPRTffieH^^-Fraae^fB^ttaii-s 
ui:^!att4, a. §fas:. *fc«7';i'^M-r^-*5©»K^a«*a«r-5 

rtix *«5a© gprv sesftn- F-r*®G^©»^*tftm-r*^ i: c j: 

J3i:V«K©22#tfS*ns. 
*«^©»Bi^att, «ii*> WT©$a<S«!firac:i:3t)«TfS*. 
4»t J: tJCKgXLfcfflttlt: Jfll»^>r;i/^^e,, SSct J: D UNA €: 

^Djfo^ &fitm, ELisA^©^a*fflv>fc6PRTa6H©j£e, *ft 

©*«lftm*t:fi:^u pet (#yhD>i^j'3>>t^7^-) 
©ttffiC J: d ewr a c t * ^iifi-c* a. 

c©&ar f ©iS3u »«w**©eiati3wajae^©ft3!Si». ±K««ti«a 
ufcj»*da*©ffiiacijttaae^©R3Bi:, m-<DM& («*tf, iE^e«ii: 

GPRvStt^jBTftS^B^en**, ^B3«T^©ft3RttraSt:±^ 

ra. a^T, ««t*©»jsiaiac*^T. Ku^oGPRvsofta^s^^ 
nfcffl^, ci©««t*B, ^ssa©sv^6«fta. iEijr©»K*j:vTST 
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tt^St*V%T. GPRv8©«^tfStt>5,n*:«6, ^©tt»«ttl»§a3Ba ifett^ 

^ffi©»v>^fca. 

GPRTl2ttjE«ePM*J;V«ift-Ctt*S* t ttm-C$^*»ofc^ a<b"C«3Ktf 
«&*©»»« fctt»J»t*l%T; GPR?12©ft^*»e»c,nfc»^. ^©««s 
J: t)(ttl/'<^©GPRvl2©lE3S3t> t S«)^n*:»^ C©»»«ti, TiWVM-fv 

-«©Sv>#*a. 

GPRvl6«, *6»T?«31t,Tl>*#, SSfli-C«ai»«tftai-e&3&:<^ofc. IH7 
lEfflJ: Dtel"^© GPRvlG ©fta**B«>&nfcffi^ d©»tft«tt^B9«© 

av%i>«*a. Ht^v^T. iE wffl ^ tissue© GPRTie©^^^^ 
h&js^ c©»«»tt!H©fi©a^tf»a. *fc> mm£ts^xiEnm±*><& 
w<&<z> gprtib ©ftsi<»»B»&nfc»^ c©»&*fcm«ES!©su#ft>*. 
at. aac*v>TjEW«J:»)ai/^i'©GPRvi6©*3B^s«>e»n&»^ c: 

GPRv21tt v |fi<bfc«tO^»SV»m-C©ft^ttlii-C9&<<2:ofc. SfoT 
, a»«©teffll * fctt»» iE«fi J: 5ftl"<^ GPRv21 ©ft^^Btf) 

e»n&tB^ c©«tt«ttemsafctt»»a©s^tf»*. 

bfc. 8a*»«t:43i>TjEf»fiSJ:?>»t"<^©GPRv40©ft®^K«>€» 

fflADfiu^©GPRv40©ftsi^E©?>nfcffl^ c©a««tt§fffia:©av> 
o«»a. 
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GPRv47tt. flflifc.fct>B. RK-C<DfcS#tMlDU «JttT©«ffia*«'J>Ufc 
. frM?©»Bfffff«gT&tti?§fc<fcofc. ftoX, B«>WKfc:feUXiE1i 
ffl<fc -<*© GPBv47 ©&3B#B«> * ftfc«^ £ ©8tft«l±H©ffi £ fc ti 

GPR*51tt, ^B^»«t^ix-Cfifl;t:J:»)ftS^aa>Lfco flf«£©JffHX 
Lfc. ftoX, eK^fi3mt:i3V%-riE«ffl«tDfiU'<;i'CDGPB?51©«iRi>»Stt) 

TjEtse^ofiu^^GPBvsi ©«3ia»B«>£nfc»-&> ;:©««* i*sf«£ 

©B^tf*** Sfc, 8&Sfc^X]ESffl*OSP^©GPBv51 ©«&#&#> 

GPBv7itt, aftfcAois«j:vwai-c©*a#»ii>L. sfM©M*Ttt 

fcS#t*tiJT&«t<fc^>*:. ^^/Wv-rS-ettt5^T©«3S#tt'J>UA:. 
ft^>t, *SJ»3ifctiBKfc:i30XiEfi?ffiJ: tuai^-c^© GPBv71 ©»3£#B©e> 

nfcts^ c©«»«tt^jaa£fcttwas©s^ wat^x 

JEft&X. OffiU^U© GPBv71 ©ftStfB4&e»*vfc«^ x -®««miiBfffi&© 
gv^fc*. By^£fc£UTjESe«fc91£l^;t'©GPfiv©&S#E©£> 

GPBv72 tt, |£J3Tfct§& < ftS tX I** tf&fcX SMiT & & < fco fc. 
T;usm^-fl©&®x»:Ei>Hfl;*:L*:. StoT, *£D8fc:fc^xiEJimj:b{£ 

u^;u© gpbt72 ©fc^safr c©*t*s a isibs©^ 

©S«#ttr;i^M-f^-tf©g^#&a. 

*«^©GPBvgfiH$:n-Kr*ae?©ffi«t«tt), Jtffi«&#& 

£T*;:fc4>%;t£*l,a. Rot, **6t»©GPBvffiG£I£:3- Kr*ae^© 
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n*. 

C©<fc5&i8e*&10ifclu MAtf, £TF©$0<SUfc-f *£fc#T&*o 
§£«/g©«ffifcl:$V A DNA 4 fctt cDNA 4 V%fct PCB 4> U< «*©<& 

©*8«a«:«v%Tl8euxt»J:u. JEft&B+iKDitWz&^Ts *8e£j&«3© 
tf* X£<fcfc: J; t) *£i$«fc tf»ASttitit 3 £ t#? &S. ISIS DNA fc GPBv 
3- Kf* DNA SM7'J ^ X^^H/BSA©Sftirti 0 £ P3 

STtaciiitfXS*. DHAG9U©ffiStt. «^tt>HSW*fctt^FS©y^©D 

»A77^>h ©&»&»©&»£©£&« tftHi-r & £ dna m 

C©»Sr©tSffi. ««*fc::tetta GPRvaSHSrrj-Friaa^^jEWffii; 
SI^s *^aSI2«©^ait:J;b GPBva&S*a- KT*j9£^©g$*> nS 

NA^ssH©ft3s©«jm-?>a'>4«ait-sctt:j:t), j^iaa:, 

;i/^M^v~j«o^IBf^ratSfcHt^ip*^ffifc:J4rs«Stt©^»i^a^*l«^ 
BM©W»»M 

, Bltt. TGPBv8j 7 5y8ffi5tJ$ rQueryj tLT N SWISS-PBOT 

BUST»aS1rofc|g^Sr^-r0T»4. mJMAH VASOPBESSIK V1B BECEPTO 

Bt:*}u36x©igpi)t$£*si,fc. 

B2tt, r 6 PEv]2j 7^KEJ>J* TQueryj c UT> SWISS-PROT £EE*J£*t 

r* blast a****^*: 15* £*<T0Tife*. bat 5-hydroxytryptamine 6 bec 

EPTOB t ** U 27X©*S Rtt U fco 
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03tt, f*GPRvl6j T^y&ffiyiJ* TQueryj tU, SWISS-PROT £E?»j£?t 
t4 BLAST##£fTr5fcigJ|l£*<TE]X*>3o MOUSE GALAN IN RECEPTOR TYPE 1 
t«L28X©fflg|fl?fc^Lfco 

B4t*. rGpRv2lj ©TSyKffifllfc rQueryj SWISS-PBOT £Ey>Jfc: 

ttf* BLAST «JftSfr-=>fc*SSi£^-r 0"C*5. BOVIN NEUROPEPTIDE Y BECEPT 
OB. TYPE 2t«L-C30X©«EJ*4*mLfc. 
•05tt. TGP&V40J 7$.;mBffil& fQueryj tLT, SWISS-PBOT ±&Wlz*j 
t* BUSTtft*Sf5ofeea*^r0T!*S. OXYTOCIN BECEPTOB (P97926)t 
Wtt 34X©fflHtt*^L,fc. 

0 6 tt, rcpR T 47j 7 K J KE^iJt TQueryj fc OX. SWISS-PROT ±E^Jt^ 

rsBusTtft^sfrofc^m&^raxife*,. gprxjjbyla -probable g peotein 

-COUPLED BECEPTOB (Q91178)£tt LT 43X©ffl^l«2:^ Lfc. 

B7tt, r GPRv51j T5y»EJlJft rgueryj tLT, SWISS-PROT ±RFHz& 
-T4BUST^4l7ofc^JR^^r0Ta&*. PROBABLE G PBOTE IN-COUPLED BE 
CEPTOB RTA (P23749)t«LT 37X©fflH^*^tfc. 

B8UU rGPRy71j T'^y'iaKJy* TQueryj CLt, SW1SS-PR0T 
r*BUSTtft»«:fiofc^iR4^rHX»*. P2Y PURIN0CEPT0R 3 (P2Y3) <Q9 
8907) tzX UT 45X©|gratt^^ Lfc, 

H9tt, rGPRv72j 7$yKE?y6 TQueryj CUT. SWISS-PR0T±ie?y 
■T4 BUST»»SfTofc^m*^-r0T**. ALPHA- 1 A ADRENERGIC RECEPTOR 
( 002824 ) t *} U T 30X©ffi^Hi U fc o 

BlOttx GPRv8©/W Yu)M,—7uy h*^T0T**, 

El 1UU GPRT8i:5Sitt7r^ U-k®77-f^> hS^TBlT**. 

'*' tt^©ttfflx±x©ffiyijx^±t«#$nxoa^^^«i*r-6. 

tt-f ©(JiHTifc©J;-5<t^-7'©rt©v^m6>^(S?^^*iXi,>a«i 
Sfi«*-r4. {STAJ^NEQX}, {NHQK},^NDBQ}, {QHRK}, {MILV}, {MILF},{HY}, {FYW} 
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ti-t©ttaxa:©j:^&^--7 , ©F , 3©v^rn^3b*s^^nrv^s^ 

{CSA},{ATV},{SAG} > {STNK},{STPA},(SGND),{SNDEQI} > {NDEQHI},{N 

EQHRI) 

HI 2tt. 01 l©tt&X*«. 

0 1 3tt. GPRv12©^n-< KD/^-7Dy h S^fHT**. 
014tt. GPR»12 t AF208288©7'7>f >pt > FS^riaxfce. 

• :* tt* ©ttia-c *© ^ ^ & 7-©rt© v\rn^ nx v^* m 

^SUfe-T*. mA),{NEQI},{NHQK).{NDBQ),{QHRI),{MILV) f {MILPK{HY}.{FYW) 
tt*©ffiEXft©i'5te^V-7'©rt©v>rn**»«?¥$tvXt.>*<t 
SSI*"*"*. {CSA),{ATV),{SAG},{STNK},{STPA} f {SGND} > (SNDEQX},{NDEQHX).{N 
EQHRI) 

H15tt. 6PRvl6©/\-< |«P/^-7Py h%^TBT«>i. 
Bl 6tt. GPR?I6 © HMHPFAH, BH?a»«^ J: V S-S tt^Co^T* k»fe 
®X»4. 

»**t±HMHPF AH©*SJR7t«U i: 7 * -f > * ti € . 

It± S-S Cys SmT. 

B 1 7 tt, GPR?21 ©/^^' K p/vWd y h €m-TBX**. 
Bl GPRv21 if OSl^ >/^©77^ >/{ > h S^r0t*4. 

*•* tt* ©ttsx^x©EJ!ix^ce??^nxu*ct«»5*r*. 
tt-f ©^aaxft©J;■5ft^;^-7■©^©v^mfr3^^ I «?3^^i^x^^4«^ 
ftfii«r*. {STA).{NEQI),{NHQl),{NDBQ)^QHRI).(MlLV},{MILF),{HY},{rYW) 

* .» tt-t ©ttHxft© j: -5 ft^-r©rt©v>rn35j>6»«#^nx^4» 

SrSi*r4. {CSA),{ATV),{SAG},{STNK).{STPA),{SGND),{SNDEQI),{NDEQHK),{N 
EQHRI] 
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02 Ott, GPBv40©yW FO/tiz-T'D* FftmT0X**„ 
02lB\ GPEv40 O HMMPFAMs nfl9«tt*S J: V S-S ^toistt 
0Tfe$. 

***ttB»ffFAM<D|gJ87t»_li:7+rw >£ftfc»«ft*T. 

s-s ts&fem&t- * cys ft**. 

0 2 2tt, GPRv47©/W HD;V>-7Dj; F *wtHt*4. 

0 2 3tt. GPRv47 W^©7*^>r Ffti*r0X»S. 

* fci* OtfcBX X 5 ft 7(0rtourn*4»«#$ Hx ^* « 
ft»*f S. {STA),{NECI),{NHQK),{«DBO},{QHM},{MILV),{MILF),{HY},{m} 

ftSufcfS. {CSA),iATV),{SAG},{STHI},{STPA},{SGND},{Sia)EQI},{roEQHI},{N 
EQHRI} 

024t±. 02 3©&&X*>*. 
02 5tt. B2 4<DR?tfti. 

0 2 6 tt. GPEv51 <J»\4 F 0/^-7*0 y h ^wt0Tft5. 

02 7tt. GPRv51 fcCDT^^^Fft^rBXfc*. 

* *' t± * ©ffiST £X ©ESJXf£± t £ *VT V> * C t ft fil«-r * • 

* :• t±* cDffiBXifccD J: 3 fc^-7\Brt©i>rn*»tfGU*<* ftx u*» 
SSfttS. {STA} > {NEgi},{NHQI}.{KDBQ},{QHRI),{mLV},{MILF) t {HY),{FYlf} 

v tt*©<ftB-e&©*-5 &^-7<&rt©urn*#«?¥5*ftx^a«* 

ftSfcf {CSA},{ATV}.(SAG},iSTNK},{STPA),iSGND},{SNDEQI},{KDEQHK),{N 
EQHRI} 

02 8tiU GPRv71©MW fD^->-7oy h*5*r0Xfc*. 
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0 2 9tt> GPRv71 t*Q>mi9^>\>>Q>T= f 4 > F ft*T0T*$. 

' tt^cDffiBT«OJ:-5<l^--7'©rtfl!>v%rn*tf«^*nT^** 
ftS***"*. {STA}»{NEQX),{XHQK) l {Nl)BQ) > {QHRI),<HILV} ) <NILF} > {HY),{FY1f) 

v tt-f<DttBT*©i-5tt^;u-rortcDv%rniptfR^*nT^** 

{CSA) > {ATV),{SAG},{STNI} r {STPA),{SGn>i,{SNI)EQK} t {NDEQHI}.{N 

EQHRI} 

03 Ott, 02 9CD&$T&*. 

03 ltt, 6PRv72 0>/W CD^-7Dii KftvtET**. 

0 3 2tt, GPRv72 Wt* ©3*7 -f>j<> H«*tHTft5. 

tt*ottB-e±TCDK^-c^u«#^nTv%*c:tfts«*r*. 

*Btt-r«. {STA),{KEQI},{»iQI},(KDBO},{aHRE},{)!ILV},{MILF},iHy>,{FYW} 

• .» i**©<ftBx »© «t -5 ft^-rortcovMrniptfaff «?rftx us* 

ftS****. {CSA),{ATV),{SAG},{STNI},{STPA},{SGND),{SNDEQI},{NDEQHI},{N 
EQHRI} 

03 3C4, 03 2©fc&X*>*. 

034tt, 03 3 0R9T»i, 

fc|®5£<*nS4>©T-ttfcV%. fcfc, 4Sfc:»r!>#fcU«^fcl:> A«<D*tt (Mania 
tis, T. at al:(1982):"Molecalar Cloning - A Laboratory Manual" Cold Sp 
ring Harbor Laboratory, NY) ICflEoXS'ifioJfiiX**. 
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*«WO«f«GSSU»a^SS<* (GPRv8, GPRvl2, GPRvlG, GPBv21, GPRv 
40, GPRv47, GPRvSl, GPR?71, GPRv72) ft 3- FT cDNA tt> PCBCfcD 

St*S G BGB#a£5S(* GPRv8 ©ifififctt t Y8$5l&*<D Marathon Ready 
cDNA (Clontecb «) ft cDNA 7*9-K77-f v-fc U 5' -ATGCCAGC 
C AACTTC ACAG A GGG CAGC7 - 3* (BHS* : 9) . 'J ^-X77-f7-fc LT 5' -CTA 
GATGAAncrGGCTrGGACAGAATC-a* (E*I#^ : 10) ftffl^fco PCR tt Pyrobest 
DNA polyueraae (Sfflfi) ftffiW 94X (2.5 #) ©ft, 94"C (308>) /60"C 
(30 #) /72-C (1#) ©*M *;Vft 25 [§]»») jgLfc. *©ISSL ft 1.1 kbp 
CD DNA nfc. C©BrW-ft PCR2.1 plasaid (lnvitrosen ft) ft^V^ 

t£C «t D ABI377 DNA Sequencer (Applied Biosysteiistt) ftfflV^TJKtt Lft. 
W?»tPC!5tofcKJ»JftE5»J»^ : 5 Cgf. 
^EWtt lllBffi&CD^-rv'J-T 1 ^ >i^7l^-A (ffiSJ*^ : 5CD»1* 

B3fioe.miii6*a) ft^$oTv^ft. *-r>y-y-f >^7u-A*e,*«!;* 

n*7**yKE5»j (371 ftEWS^: 1 fc5*r. ^ffl^ ^ yKE5»Jfct 

«ft*Lxi^cii:ipc» s *ae^*«Gaea^affis^*ft3-Fr4ci: 

ftft 6 3&n£&g££{*GPRvJ2 ttt FJK^iSffi*<D Marathon Rea 

dy cDNA (Clontechtt) ft«ffi cDNA 7*7— F77^T-t L/T 5'-ATGGG 
CCCCGGCGAGGCGCTGCTGGCGG-3' (EW*^ : 1 1) * U/t— ^-k LT'5 
' -TCAGTGTGTCTGCTGCAGGCAGGAATCA-3' (BIV»« : 1 2 ) ft«i^fc. PCR tt Pyro 
best DNA polyaerase (SSiS) ftffll> SX^AT 5 HffttTTs 94*C (2.5^ 
) <om. M-C (5«>) /72-C (4#) 0^^^;i/ft 5©, 94-C (5») /70«C (4 
#) O^-f ^;i/ft5lsl^ 94-C (S») /68*C (4 %) ®V>( 9Jl>& 25 ®{§ t)« 



WO 01/48183 PCT/JPOOffiMOS 
-3 0- 

Ufc. m.l kbp©DNAK>t^J@<S*nfc. dbW>*-ftpCR2.1 plus 

aid (Invitrogentt) ftfflMT* D-->^Ufc„ f9e>nft ^ D->©«SE3?ij 
tt. ^r**^^-^*-^-at:J: *) AB1377 DNA Sequencer (Applied Bios 
ystenstt) ftffl^T/fctfbfc. ^e.frtc^ofcE^ftEJUM : 6t^t. 

BKfttt 1092m3SO3j--7'>U-7 r -f >77U-A (E«l«: 6o»lft 
B^e>« 1092«B) ft}$oTV^S. *-7>'J-f^>y71/-/ k *t,^ 
iiSr^yKEJ?!} (363 7" UB) SE5!)«f : 2tStr. ?S7U9SlJiJtt 

^ft^uTv^ciktpe*. *iee^GgieR«a3{ss<*ft3-Fr*ci: 

#«WLfc. 

SS«G«e5I«affi»g*GPRvl6 ©t8«Cttfc MB *3fc© Marathon Ready e 
DNA (Clontechtt) ftttScDNAt:. 7 * C7— K77-fv-t tT 5' -ATGCTGGCA 
GCTGCCTrTGCAGACTCTAAC-3* (E?>J«^:13), ') -?-t UX 5'- 

mmMaCCTTCCCCTGTCTCTTGATC-3' (E5»JS^ : 14) «ffll>fc, PCR tt Pyro 
best DNA polyaerase (SSBtt) ftffil>. 94^ (2t» 94^C (30«>) / 

60-C (30 IP) /72-C (1t» flD^^^/Uft 3O0tit>fiUfc. -^O^jRx ttl.2 
kbp^DNABf^-tflflW^nfc. C©WM-ft pCR2.1 plasnid (Invitrogen tt) ft 
^V\X^n-r:>^Lfc. ^fenft^D-^CfflaSEWtty^^i'^-a*- 
^-^C<tD AB 1377 DNA Sequencer (Applied Biosysteas *t) ft«V\Xi¥WL 
fc. Si&»Cft-9feS9ilftEM«9 : 7C^T. 

ElEWtt 1260 Jfi«<D^--7->'J-7 :: -f >^7U-A 7<0«1« 

s^e>»i2Go«B) M9t^«. *- *>*)-7<>ryi'-J*tn>*m2 

ti&7 3.;tit6M (419 7-^^K) ftEWS^: 3fc*r. fS7Ufifi5<Jtt . 

tfft*juxt>*£k*f»> ^jae^^GS6»«a3as«#ft3-Fr*ci: 
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G S £ S3 ft»S2S» GPEv21 ©Jfflffl t tt t h B&£fc#© Marathon Ready 
eDNA (Clontecbtt) tff/ScDNAfc, 7 * »7— H 77^ "V — fc U"C 5' -ATGGAGA 
CCACCATGGGGTTCAT6GATG-3' (E*J8* : 15) , 'J 77^7-^1X5'- 
TTATT7TAGTCTGATGCAGTCCACCTCTTC-3' (ESJS^ : 1 6) £JHt%fc. PCRttPyro 
best DNA polynerase (SSJS) ftfllV. 5J ^i»75 K#«TT, 94«C (2.5 
*» ©»> 94^ <5») /72*C (4#) ©?<f ^SSIek 94*C (58>) /70*C 
(4#) ©•** **«6B% 94"C (5&)/68*C (4#) <DV4 Z )\,* 25 Qfll t) 
SLfc. MU kbp©DNA»iRA»m«^nfco C:©»T>1-fcpCR2.1 pi 

asaid (Jnvitrosen*t) SflH^^o-ji^Ufc. *§ fclxfe* D->£DffllSfi 
*Jttyx**$/*-£*-*-iSC.t !> ABI377 DNA Sequencer (Applied Bios 
ystewtt) &m^xmft\sit. 8ie> JtPt&oftEEJSEJy*^ : 8Cii*T. 

EIESJti 1182JSS©;*— 7>'J-r0^7W- A (E#J»^:8) 
Tl^S. *- 7*>i/-r* >^7W-Aip£*BI£*v*7^ (393 7 
^K) £E*J*^: 4C^t. S ^ KSWti. Gffi6JJ#«SSStt©ft 

StT»a 7ffl©lBSaK^>fcgtofta^ttffij«£WbT^ac:fc**>. 

&rftG£&R&«£$g<*GPEv4O0i8IS£ttt hte^ft*© Marathon Ready 
cDNA (Clontechtt) S033cDHAt. 7 *T>- K -^-fc UT S'-ATGGAGG 
ATCTC7TTAGCCCCTCAATTC-3* (E£1S^ : 2 7) v i> /t— X LT 5* - 

CTAGAAGGCACTT7CGCAGGAGCAAGGC-3' (E5*J*^ : 2 8) PCR fcfc Pyrobe 

st DNA poly»erase (Mjg) S/iilv 5X FSST^ 98' C (2.5 

t» Oft, 98" C (5**) /72' C (4#) ©IM 5 lek 98* C (5 8>) /70 

" C (4#) ©tf-f***5|ak 98" C (5g>) /68* C (4#) ©i*>f 25 
ESDSgLfc. *©*6JR, ft 1.3 kbpODNAJfrM-**Je«^nfc, dOBf^fepCR 
2.1 plasiid (Invitrogentt) *m*T* D~^>^tfce #6>nfc* o->© 
JflSSfJtiy^+i'^-U-^-aCJ: D ABI377 MA Sequencer (Applied 




PCTOF00JW403 



-3 2- 

Biosystemstt) £#l>T#*r Lfc. ^frtfc^fcKflJSESJS^ : 2 2t* 

r. 

BEWtt 1305ffl»©*-7->«;-5 : ^ >^7 U-A (E*IS^: 22) ^ 
^T^*. *-7> >^7 W-Afrf,f fl* h47^BKM (434 7 

tsm SEMS^ : 1 7C^t. ^S7^yBSE*JHU G ffigaH#a3i£«?tt 

*fie^GSSH^gSS«c*u-Hr4ClktfiW^L*:. 
3rSIGaS5?#a3!>££<*GPRv47©itNBfcttfc rfl&EEfc;*© Marathon Rea 
dy cDNA (Clontecb*t) fcttSScDNAC 7 * 7- K7 7 4 -*-t LX 5'-ATGGA 
GTCCTCACCCATCCCCCAGTCATC-3' (E5d*^ : 2 9), 'i/W77^7-tLt 
5' -TCATGACTCCAGCCGGGGTGAGGC6GCAG-3' (EFJM : 3 0) SJSlMb. PCRttPy 
robest DNA polyeerase ]$fij§) SrffllV 5X *M7S KSffTT!, 94* C ( 
2#) 94" C (30#) /50- C (30 8>) /72" C (1.5 #) ©tf-f */l>*35 

HU9!)SgLfc. *©*SSk ft 1.4 kbp©DNABTK-#i8«i*nfc. C©WH-£pCR 
2.1 plasnid (InTitrogentt) Sffll^T* D-=>^Lfc. *!|e>*vfc* n->s> 
tB&EyjfciS^;**^* — &C«fc?) ABI377 DNA Sequencer (Applied 
Biosystens tt) Sffl^T#*rUfc. UBe>iPfc:&o*:E5y£K31M : 2 3t^ 

r. 

HE^t± 1356ffi«©^-r>y-x-f >^7U-A (S^lftf:2 3) 

otm. *-7*>»j-^-r >^7u-AA»e»^a^n*7^ystEjy (4517- 

fttSGga«#a:ffigS{*GPRv51 ©IQfitttt rfSmffi*© Marathon Ready 
cDNA (Clontech tt ) €: tt£ cDNA t % 7*7- K77-f T-tlT 5' -ATGAACC 
AGACTTTGAATAGCAGTGG- 3' (E55«^ : 3 1) . "J/^77-f7-i:Ut 5'-TC 
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AAGCCCCCATCTCATTGGTGCCCACG-3' (BWt : 3 2) £fflV*fc. PCR t± Py robest 
DNA polymerase (£«&) Sffl^^, 98' C (2.5^) ©ft, 98* C (30 ») /50 
' C (30 m /W C (4») Ot^-f ^^«.35@»>)«bft e *<DIS3L ft 1.0 
kbpODNAffi^^taB^nt. C:cr)IK>t«pCR2.1 plasaid (Invitrogen tt) & 

ffl^x^ n-->y t/to m^nfe^D-^o^jBEyjaty^^-*^^-^*- 

^ -actiO ABI377 DNA Sequencer (Applied Biosystens It) 4fflh"CJB«ft 
WKJUt4 966Mo*— 7*>i;-7 s ^>ir7^— A (K5>J#-9 : 2 4) &ft 

oxv^4. *-r>»j-7 r -f >^7i/-Aipe,^ag$n*7 , i>'SiE?'j 0217 

5^8) *E«#t: 1 9t^t. ?S7UREWI±, Gffi^K«agaa«* 

*ae^36»G«fiH«asss^fto-H-r*c:i:A»«^uft. 

Sr3aGffifiHJtSMSS<*GPRv71 CDiSIStttt rflSia^*® Karathon Ready 
cDNA (Clontechtt) ^ttScDNAC, 7*«7- K77-f V— UT 5' -ATGGAGA 
AGGTGGACATGAATACATCAC-3* (EJHJ#-9 : 3 3 ) , n-* 77^v-tU5'- 
nACCCAGATCTGTTCAACCCTGGGCATC-S' (K9U*9 : 3 4) PCR tt Pyrob 

est DNA polyaerase (SS31) 94* C (2.5 98* C (5») / 

72" C (4#) O^-f^^SS®, 98* C (5») /TO* C (4^) et>1M9n>*S 
Is), 98* C (5 80 /68" C (4#) ©*-f 25 @«t DSlfc. ^EOtSIRs 

ft 1.0 kbp©DNAWM-3&»«e*rtfc. C©WH-€pCR2.1 plasnid (Invitrogen 
tt) *fflv>T^D-^>^UA. ^fetvfc^D-^O^aSEWtt^y^"^^^- 
S*-*-t£fc:Jt»> ABI377 DNA Sequencer (Applied Biosysteus *t) M^t 

RlfiMtt 1002fifio^-7>';-f^ >^7l/-A (S9VM: 2 5) 
oTl^*. *-7>U-7 : -f>^7U-AiP?>^a($n*7'$yKE?!l (3337 
IS®) «:Eyj*^: 2 0C^t. ^S75yKE5«Jtt> GS6H«affia«<*: 



WO 01/4*183 PCT/JP00/0940S 
-3 4- 

Ott&LT- 3b 4 7 ffl K W> i: Jgtoft* SMcttflltt & ^ L X ^ S i i: * 

*teBGaeft#a?S££<*GPBv72 ©Ja«fcttK hVJ^m (Clontecbtt) 
fcttSJ DNA fc, 7 * 7 - H 7*7 >T T- k UT 5' -ATGACGTCCACCTGCACCAACAGCACG 
C-3* (E#J#^ : 3 5 ) > /t-^ 77^f7-klt5' -TCAAGGAAAAGTAGCAGAAT 
CGTAGGAAG-3' (E^J*^ : 3 6 ) SfflV^fco PCR tt Pyrobest DNA polymerase (, 
SSfl) 4fflt>. 94* C (2t» ©^, 94" C (30 ») /55' C (30 ») /68' C 
(4#) ©-tr^^/U* 30|aiaD)gL*:. *©ttJR, ft 1.5 kbp©DNA»rn-tf«» 
eSftfc. ^©R>t*pCR2.1 plasoid (Invitrogentt) *ffl^T^D-^>ir 
Ufc. ^t,nfc^ P->©fflSS^Jtt^^^+^^-S^-^-^tl«t t) AB137 
7 DNA Sequencer (Applied Biosystenstt) tfflV^TJBttbfc. SiefrCfco 
fcEW*KW« : 2 6 t^T. 

HE^Jtt 1527«3S©^--7'>»;-7 s -f >^7P-A (EPJ*^ : 2 6) S» 
oTUS. 3f- 7*>'J-^-f >17*7U-A*& : ?«^n47 > 5 ^KE5U (508 7 
5>K) «E3?"J*^: 2 lC^r. *3S75VSaEyyBU GSeH«»SS!S«<* 
©«at*o 7<@©l9l?aF^'f >i:Ston^BU^ktt^R«*«LTV^iCt* 

s> *ise^«iGffids?^asss<**3-Hr«ck^^tfc. 

2 ] «fj» G a&H#a££Sf*©7 i > »EMT© SWISS-PR0T t« 
rS BLAST 

- r 6 pR T 8j ©7^KEWT© SVISS-PROT BUST»SS^»feBI 1 t 

^tfc. rGPRv8j ttRjDGffiaH«aSaSS<*©*rtt HUMAN VAS0PRISS1N VI 
B RECEPTOR (P47901, 424aa)t»LT, 36JT?Q fcBl^Httfc^Ufc. Z<OZ 

tfr* rGPRvsj tf«f«GsaH^aafSS*T»2.ik^*i^bfc. 

rGPRvl2j ©7 ^ y KE5UT© SNISS-PR0T t^T * BLAST B 2 t 

TBLfc. r G PRyl2j t±K»GSaK»a^S^(*©4»TH:RAT 5-HYDROXYTRYPTA 



WOQ1/49I8S 




-3 5- 

H1KE 6 RECEPTOR (P31388, 436aa)C*il,Tx 2nTe*»^ffi|Z*Jt$** Lfc. 

TCPBtl6j (57^ KE^J-CCD SWISS-PROT IcttT * BUST 0 3 t 

^bfc. rcpRvl6j tttt»G86»#aS3S*©+-ett HOUSE GALANIN RECEP 
TOR TYPE 1 (P56479, 348aa>£*4 LT, ESXTSfciSuffiEK* fcir Lfc. Z<OZ 

TGPRy21j <DTXsmmx<?> SWISS-PROT SLM-th BLAST«tf¥ii8StE)4 t 

wtfc. rcpRv2ij iiBt5aiGa^Sftaaas^*©*-eii r6PRv2ij aajaiG 

ffiajJJMftffigSttCD^-ettBOVIN KEUR0PEPT1DE Y RECEPTOR TYPE 2 (P79113 
, 384aa)t«UT30XT«<>B5^fflHtt : £^Ufc. £©Ci:t>e> rGPRv21j 

rGPRv40j OT^yKEflJT© SWISS-PROT BLAST 5 lc 

wit. r G PRv40j tta»GSeHA(ft^SS*c?)*TttlR|-tt*Ofct«* 
■#\ OXYTOCIN RECEPTOR (P97926, 388aa)fc:*tLT 34VT?e4>8vvfflEH££^L 

fc. ^©^ta^ repays &mmG&&n#&m&&&?$>zzt#mMi, 

TGPRV47J O7'Sy'KE5!)t?OSWISS-PROTU«rSBLASTtft»te«*0 6fc: v 

^tfc, r 6 pRv47j ttgU3JG«6H^as5g*©*rttH-«cti<ott^a-fr 

*\ GPRXJJRYLA PROBABLE G PROTEIN-COUPLED RECEPTOR (Q91178, 428aa)C*t 
UT43XT!«*SV>fflSttt^Lfc. Z(D^tfrt> r GPRv47j ^«f«GffieH^ 

i z t awl Ufc. 

tgprtSi j ^ j mmx<o swiss-prot t**-r * blast &#*$is£Bj 7 tc 

*Ufc 0 r G pRv5lj ttR»GgS5JtSSS«<*o*-CttH-«t4»ott*S^ 
1\ PROBABLE G PROTEIN-COUPLED RECEPTOR RTA (P23749. 343aa)H*4l,T 37* 
T?©*a^4aPI«*SUfco ZOZt&t> rGPRv5Ij ^Hr«CfiaS«ftS5 
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r<JPRy71 j (DTl; K£»TO SWISS-PROT fcl*JT * BLAST &58f£JR«:0 8 C 
^Ufc. r6PRv71j ttKiOGgfiR^aSa^O^-Cttgl-^^cottl?^ 
1\ Chicken P2Y PURINOCEPTOR 3 (P2Y3) (Q98907. 328aa)C*}l,T 45rtS4> 
Bv^liSilfc. Z<DZhfrt> rcPRv7U #ef«GafiB#8a>3&*T? 

r G PBv72j 07 5 yffiEWT© SWISS-PROT C**r* BLAST € B 9 t 

Wife. TGPRT72J ttBt»GS6®«SSSS«:©*TttlR!-^t,©t4#«£-e- 
1\ ALPHA- 1A ADRENERGIC RECEPTOR (002824, 46Gaa)C»LT 30XTS*>SV% 
Z<DZtfrt> TGPRv72j tftrK G 

1 . 6U6 

1.1 Sflffl polymerase chain reaction (PCR) 7*17 H ^-AV TaqHan ro- 
7:*>^77-fV-, 7>ft^77>f7- s SV TaqHan 7*D— 7-fci: PE B 
iosysteBsCDiae^«*rV7 r^xTPPriaer Express version 1.0feJflk>TKk 

, TaqMan7*o-7*ttPR Biosystens Japan fcHigfcifcKL*:. fc*J> TaqHan 7* 
D-7tt x 5*i»t:tt 'J FAH*. 3'JSIttt^3:>^ + -tajira«^ 

75 *v-£V TaqHan 7D-~7©«SE*J*TCij*-r. 

GPRv8ffl£fifcDNA 

PCR 75 << v- G8.957F : CCAGGAGCGTTTCTATGCCT (E3*JS^ : 3 7 ) 

G8. 1082R : TGTGATCTTTGCTCCCTGCA (EJ»IS-9 : 3 8 ) 
TaqHan 7D-7 GPRv8. 987T : TCAGAACCTGCCAGCATTGAATAGTGCC (E5*J#^ : 3 
9) 

GPRvl2 ffl^fiS DNA 
PCR 75 V- G12.794P : ATCTGCTTTGCCCCGTATGT (EJaJS^ : 4 0 ) 
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G12.903R : ACCGCCTTGCTGTAGGTCAG (E*J*^ : 41) 
TaqHan 7*0-7" GPRvl2.834T:TCGTGCCCTTCGTCACCGTGAA <E9J«-S : 4 2 ) 
GPR?16ffl^DNA 

PCR 7*7 W V- G16.1133F : CCCAGCATCCATACCAGAAAA (E*J*^ : 4 3 ) 
G16.1254R : CTGTGTCCCTCTCATGCCAAA <E*J»* : 4 4 ) 
TaqHan 7*n - 7* GPRv 16 . 11 93T : TGAGMGGCAGAGATTCCCATCCTTCCT (E5»J#^ : 
45) 

6PRv21 BttJftDHA 
PCR 75^ V- G21.989P : TC6CCATGAGCAACAGCAT (E?US^ : 4 6 ) 

G21.ll 14R : CACTGGACTTACCGCCATTGT (S?iJ»^ : 4 7 ) 
TaqHan 7o - 7 GPRv21 . 1064T : AGATCATGTTGCTCCACTGGAAGGCTTCT ( K3 : 
48) 

GPRv40 ffl-&fiSDNA 

PCR 7*7 * v- G40. 16F : GGATCTCTTTAGCCCCTCAATTC <E*j»^ : 4 9 ) 

G40.99R : AAGGTCAGGTTGAGACCCCA6 (B3IS? : 5 0) 
TaqHan 7D-7 GPRv40. 53T : AACATTTCCGTGCCCATCTTGCTGG (EWS^ : 51) 
GPRv47ffl6«DNA 

PCR 7*5 4 G47.1292P : GCTGTTGACTTTCGAATCCCA (ESJ»^ : 5 2 ) 

G47.1393R : ACGGAGGTAGCTGTCTGACATGA (E5y*^ : 53) 
TaqHan 7* D - 7 GPR?47. 1 336T : TGAGTTCCTGGAGCAGCAACTCACCA ( E^J*^ : 5 
4) 

GPRt51 ffl^SK DNA 
PCR 75 -i v- G51. 190F : GGCTTTCGAATGCACAGGAA (EPJS^ : 5 5 ) 
G51.276R : G GAAGCCATGCTGAAGAGGA (S^JS^ : 5 6) 
TaqHan 7*D-7 GPBvSl . 214T: TTCTGCATCTATATCCTCAACCTGGCGG (E5>J#^ : 5 
7) 
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GPRv71 m^f&mK 
PCR 7*5 -f V- G71.746F : TGGCCTCTTCACCCTCTGTTT (E5?I#^ : 5 8 ) 
G71.841R : ATCAAGAGCTGGCAGTCCTGA (E3»J#^ : 5 9) 
TaqHan 7d-7 GPRv71.775T:TCCATATCACTCGCTCCnCTACCTCACCA : 
6 0) 

GPRv72 ffl-efife DNA 
PCR 7*5 W v- G72. 101F : CCAAAATGCCCATCAGCCT (E5y« : 6 1 ) 

G72.190R : GCACTAT6TTGCCGACGAAA (E?3«^ : 62) 
TaqHan 7*0-7* GPRv72- 1 32T : CATCCGCTCAACCGTGCTGGTTATCT (E9*J*^ : 6 3 
) 

1.2 £&&&cDNA 

K)-^*<Dlffliaii<ttFiE^miaSS3fe©cDNAtt, Clontech <D Hatched cDNA Pa 

. ^-7*7^JRM©H«. r^-y^^v-jfi (AD) S*iJJ:lFiE«fiSA©»5a 
RV&mmtm&TZ* cDNAtt, BioChain Institute *&JWAL-C«v%fc. 

1.3 PGR : ' 

TaqHan Universal PCR Master Mix (PE Biosysteas) Sr&ffi t&. P^fiMS9 
M^ffifc'L-C TaqHan £-actin Control Reagents (PE Biosysteos) ££H>£ 

2 . ^fi PCR JsLfb : 
1 ) ttffl cDNA ©ft»J 
BioChain © cDNA tt*CT 50 fS*R Clontech <D cDNA t4*tT 5 

2) y^7,©BSt5J 
JttT©»J«©KJB®»4n«Ufc. 
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2 x Master Mix 
t>X7*7Y?- (50/iH) 

rmyirw- (50//M) 

TaqMaa Probe (5^H) 
6551 cDNA 



12.5/il 
0.5/tI 
0.5*1 
ljul 
2.5i*l 

8/a 



buss 

1380/il 
55.2*1 
55.2*1 
110.4*1 

883.2*1 



4£S 25 *1 2484 *I 

3 ) pci Rtommmtdt. 

V**-* 54*1 Ctt£cDNA£6*ljQ;tfc&, JtSPCR^Effl 

©PCiru— rK25* I To duplicate -C"lr>77Wt1«> »A Non t 

emplate control 2 £i;utitt±I3v;**--* y 25*1 Maift 

1 Jtp^fcitfrc l/10r-o8©pg*RUfct,O€«fflbfco 2)®v**-* 
54*1 t Standard » 6// 1 Srj&U* 25*1 Standard ffi * i ;i> 

tMLfc. Standard ffl x^ttiS^SSa*®*®-!? 250pg x 

-C25ag(a: atto, 10")©77^* H DNA #A & C £: C & & » 8 35©** y rr£ 

4) pea g«> 

:7U- r££fiPCRgfI (GeneAnp 5700 Sequence Detection Systea : PE Bi 
osystess) CtvhU ttT©IfirD^7ATSit^^fc e 
<D 50-C, 2# : 11M£;iv 
<2> 95«C, 10 ^ : ltf* 
© 95"C, 15 tP t : 50 9)V 
. 60*C, 

5 ) %mmm 



• y 

I ft) 



PCT/JPOWO9408 



• 4 0- 

GeneAnp 5700 CD&tfT? = a TViV little SM«r *fTW>fcB*r Lfc. 

h MESfc J:imJ&J&*©KSSa3* cDNA Sfflt^fc GPCR ©»^:t"d7 74>\> 
tt, r^^>»e^©ftSS&WfiS»mi:tXffi««Jfett**«>. 2|s]©lSK© 



-4 1- 
SI 





f . 

— EL. 


^, 


-, - Tunur , I D 1 0 II 


0 

f 


— fr*-H J 


Immuimm-' •.-"«".-.:• .•■■"o :". .■."ft"" 1 :". '-; 6"*. 
_ .: . % ^ : Jo \. ■■■ f *6". ' ' i ' ■ 


0 


1 1, P 

-A... . - ... i 


PMomNml' "0 p ft" "6 — < 

________ T-wr* , , 45 , ? P p M 


p 


OOP 


.-yv. yi»M w- •-./ -o- VilV :•;""»''" 








r- 0 -- 

• f-. 


— 

- «: k • 1 


zL\£L J ^^d** ' - 't *. " r 1 T 


t 

• 


3 l A 
• 3 O 

'> » , . .v t .— V*T 

» - t ■-■ © 


-yaxz-fczsr 1 ■ ir*-" tt~ ' -S- 8 - 

T«bi» t 0 « 0 It 

, ,. .„ U**_-* » 0 i a f 


a 
ip 
p 


fr— — v — r 

15 0 0 
3 1 0 




., if-.- 
o : 


•« : it: — nr 

■r...f ■ •'."O"- . • - 9 


^RSZSZmZ iUnmP 1 \Y V t -ft—'- w « 


"Tfl 

(3 


* — r — r 

55 IJ 17 


■ * : *:»-'?:*D.<r-r a . : ;..r;'- , fX»r--.., . V.J -J >• c- ■.: -. W' 




J.- . O. .""'T 



DNA tt BioChain *&BXLfcfe©Tfe5, SJ©«c^«»m* cDNA tt Clontech 

GPR7i2t±±*«)tft3Stfs*»ofc, JEmftm&£v&&?&&m&&m-cs 
GPRviett. tima?ami,x^z&, srasw^jaoi^*. 

— J«1HT tt iSST «JS «S5S L fc . 
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GPRv2iti > fmttL&kKstf, »ibzx*>&m&xm&~c<D9tmimm?*tt 
GPRv4ot±, anstj:t)iHv «mt?o«^igi»oufc. fff«fit: t tt)ft^« 

GPRv47HU SftiCJ;t)BEf, S?aT©«Stf *iiO Lx »^-CCD^««a^Lfc 
GPRv51 tt, e»T^<ft^LT^4^a<btJ; t)«3S*s«SLfc. WM-ttt 

Sfttit)«s^«'>Lfc. iffiaftcsfKT-fejE^hiteibTft^a^ufc. 

GPRv71 tt, «fcC «fc 0»JB*J:V»«<D«m*»«d>l.fc. TO^OfflFK-C 

GPRv72tiU ^KT?ti^<«mU-CV^i»S^-C-«^tftftUiTt<e<&^fco 

[&HSW4 3 >^-f >7*-Tr-f i?^t:J;a GPR?8 ©AWr 
1. GPRv8 0**Dy-tftj?l 

GPRv8 <OT S J n&m*WLmm(n&&.mT-*'<-X fctt, EMEU Release 
64, http://ww.ebi. ac.uk/ h GENBAKK( Release 120.0, http://imf.ncbi.nlB 
.Dih.«ov/) % P1R (Release 66.00, http://mfw-nbrf.georgetoim.edu/pir/) 
-C**)*:*JLT*?*t7d^5>A (BIAST2.0) (Altschui, Stephen P. et ah ( 
1997) Nucleic Acids Ses. 25:3389-3402. )£ffl^T&5& Lfc ft 2 tzfjk 

TE.W£**uiS-&1%r2>ztifiWt>fr£Uv1t. GPRv8 tt GPCR fcffifqjfifc 
«r*. «rSE^^D->T»*Ci:*«*ije)iLfc. GPRv8 ©r £ J ffiESIfcgfcflE 
WC«LTfWfrDir^A (blast2.0) *«^T**LfcttJR (E-value i>* e-3 
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&2 



Hit (ID) 




Identities 
X 


Description ' 


AE003754 


2e-€8 


43 


gene: *CG61ir - Drosopbila 
Belanogaster 


AF 147743 


7e-43 


33 


vasotocin VT1 receptor - 
Gal las gall us 


AF184966 


2e-42 


33 


arginine vasotocin receptor - 
Platicbthys flesus 


X93313 


4e-42 


36 


sesotocin receptor - giant toad 


X76321 


8e-42 


32 


vasotocin receptor - white sucker 


X87783 


4e-41 


33 


isotocin receptor - white sucker 


X64878 


3e-40 


32 


oxytocin receptor - R. sapiens 


U8Z440 


7e-40 


32 


oxytocin receptor - Macaca mulatta 



2 . mKm&VL<D*m 

GPRv8 (D7 ^ J&S&iltm^X Kyte-Doolittle ©;£i*(J.Kyte and R.F.Dool 
ittle, (1982), J.Mol.BSoL, 157,105-132. )fc £ t»/W to/**,— 7b v V & 

1-TM7) ZmTZZttfinWXsft (010). 

3. HMHPfaalftSS? 

GPRv8 (07 * J KE^J £ * ^ - h U Bit ^ ^^r^fcffll^fc PFAM |ft 
SI (HMMPFAM(Sonnhamaer EL, et al., Nucleic Acids A?sl998 Jan 1;26(1): 
320-322)) HHv^3 7*7\>l<tt HMMER vers ion2.1(http: //Inner. 

wustl.edu/K PFAM^— Pfaa Version 5.5 (http://mnf.sanger.ac. 
uk/Sof tware/Pf an/index. shtal ) £ ffl l vc &m V fc . 

*©*SSL GPRv8ttv ta7_l (Rhodopsin faaily) fc#*!Ul3 Ufc. 

$3C, HHMPfaBtft#©&»£w-ro 
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£3 



Hit 


Score 


Expect 


Q froa 


Q to 


Description 


7tn_l 


164.2 


5.1e-51 


66 


330 


7 transaenbrane recepto 
r (rhodopsin fasily) 



Hit : »5SO^««*K5 4 >©£H3. 
Score : d ©fll^SltnHSlMiirm^Ktf Sl^ 

Expext : z<om# o tz%vnux.i^zzmm&v&^. 

Q fro«:«^nfc K^-f >OBa^(4B 
Q to : t&%.2tl1± r*^-f ><Z>HTtiLE 
Description : m&ZMt Kp<-f >©SJ«8 
4. TZsmMmn-r?* * > Y 

Clustalw 1.7£«l\TGPRv8i:3* 2<0#>;V?<D7 5. y'KKJajcDT'^W * > h 
S*S£fcofc (01 K 12). GPRv8tt7iH©lK®a®(4 («# ###) 
. GPCRt^©SS^*1r'5i:^it?>n*Cys (#*ott*:Cys) «rHT*£i:# 

[SlilS0l5] ;H*07*-7t-< *;*K:J;* GPRvl2©»*f 

1. GPBv^O^o^-tftJR 
GPRvl2 ^ EMBL( Re lease 

64, http://ww.ebi.ac.uk/)> GENBANK( Re lease 120.0, http://www.ncbi.nl 
n. nib. gov/ k PIR (Release 66.00, http://www-nbrf.georgetown.edu/pir/) 
Tfc*>fc*?U-Cj!?$r7 , D ; ?7A (BLAST2.0) (Altschul, Stephen F. et al.,( 
1997) Nucleic Acids Bes. 25:3389-3402. )*tttvctft*Ufc: fcC 5. U4tgs 
-T i?-*«r * £ fcofco GPRvl2fctGPCR kffl^S 

^r*. «rM«:^D->-C*>4Clfc^J«iLA:. GPRvl2 <D7 5. ^ 1SBB5U£EI*0 
K^JtcMLxT^rD^TA (blast2.0) £/H^Tt!ft5fc Lfc&3* (E-value # e 
-15*»CD4)©) £&4t^r. 
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IS4 



Hit (ID) 


E-value 


Identities 
X 


Description 


AF208288 


8e-88 


50 


orphan G protein-coupled receptor 
GPR26 - Rattus norvegicus 


L03202 


2e-17 


24 


5-hydroxytryptaaine receptor - rat 


L41146 


5e-17 


23 


5-HT6 serotonin receptor - 
Rattus norvegicus 


S62043 


2e-16 


25 


serotonin receptor 6 - rat 


M1147 


2e-16 


24 


5-HT6 serotonin receptor - 
Hobo sapiens 


AF134158 


4e-16 


23 


serotonin 6 receptor - Mus nusculus 


L14856 


4e-16 


26 


soaatostatin receptor 4 - Human 


Y14627 


5e-16 


21 


Dopaaine receptor - Cyprinus carpio 


L07833 


6e-16 


26 


soaatostatin receptor 4- 
Hoao sapiens 


AF069547 


8e-16 


21 


putative odorant receptor L0R4 - 
Lampetra fluviatilis 



2 . mammti.<D*zi 

GPRvl2 0TS.yKK?y*ffll^TKyte-DooliUlev7)*a(J.Iyte and R.F.Doo 
little, (1982), J. Hoi. Biol., 157,105-132. )fc J; *)t\4 ¥ d/v>-^d *j Y 

*ff*u KHfflfl5ffi©^a«*ff^ft, *<t>m&, gprv12 «: 7 ffioKsanasttr 

(TH1-TH7) W5:^l"Jii8tfe(013). 

3. HMMPfaaftft 

GPRvl2 ©7^^ SHEW* »ix-?VU;i 7 * t)\>* ffil, > fc PFAM & 
5R (HHMPFAH(SonnhaBaer EL, et al., Nucleic Acids Bes 1998 Jan 1;26(1): 
320-322)) fcfrofc. 19 tivjba 7*tMH4 HMMER version2. l(http://haaer. 
wustl.edu/K PFAM^-^-T.ttPfaa Version 5.5 (http://www.sanger.ac. 
uk/Software/Pfaa/index.shtal) ^rffl^Ttafc b&. 

-fCDISJR, GPRvl2tiU ta7J (Rhodopsin faaily) t&$mL1t. 
»5t HMMPfaa &5B©IS51*^r. 
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3*5 



Hit 


Score 


Expect 


Q froa 


Q to 


Description 


7ta_l 


74.7 


7.7e-23 


22 


294 


7 transaeabrane receptor 
(rhodopsin faaily) 



Hit : 6t«0^£dn% M-f ><Z>&1*i. 
Score: C ix&M^&Zmm&Wft^* 
Expext : zol&ifi 0 t:i5^i^aSv^ak•^g»I6i> ^ ^SV^. 
Q froa : K>W >©BB^tta 

Qto: m&$tnt?*4 >©»T<sa 

Description : tit&Ztilz b'*<<>0t!tW 
4. T^yEE3fy©7'^^j<> h 

Clustalw 1.7 *ffll^T GPRvl2 i: orphan G protein-coupled receptor GPR26 
- Rattus norvegicus (AF208288) t®7 £ ;8t&m<D75 4 * > rfti3^^ 
ofc (014). GPRvl2tt7ffi©BIB«gPtt («# «#) *^b, GPCRC^ 
OSS|g^Sff^i:%i?»n4Cys (l&oWfcCys) tfinct^fllfllt. 

(5lifiW6] M-f *>f >7*-v^-< ^7xtJ:2. GPRvl6©)»*f 
1 . GPRV16 O*^ D $>H&Sft 

GPRvlG 07^ KE^Jfett^JffiyiKBWlEM^-^ ^-^ t tiU EMBL(Re lease 
64, http://www.ebi.ac.Uk/K GENBANS( Release 120.0. http://www.ncbi.nl 
n. nih.gov/), PIR (Release 66.00, http://www-nbrf.georgetown.edu/pir/) 
Tifc*)fc:*JU-tjK$T7'D7'^A (BLAST2.0) (Altschul, Stephen F. et al.(l 
997) Nucleic Acids Bes. 25:3389-3402. )£J8^t;#S8 Lfc tZ 5> 3i6t:m 
■TK?!lk^D^-*^r*C2:tf^e»^tft^fc. GPRvlG 14 GPCR fcffil^tSt* 
»i«ft^D->Tifc*c:i:#JpjS3Lfc. GPBvi6or5^Kie?»J€K» 
R3?iJt:«LTe»f7'D^-7A (blast2.0) *ffl^^Tt^^* Lfc^iiR (E-valne tfi e 
-IS^iStDtCD) S»6t^r. 
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£6 



Kit (ID) 


E-vBloe 


Identities % 


Description 


AF042784 


4c-20 


23 


GALANIN RECEPTOR TYPE 2 - 
Hus musculus 


U30290 


4e-20 


27 


galanin receptor GALR1 - 
Rattus norvegicus 


U90657 


6e-20 


27 


GALANIN RECEPTOR TYPE 1 - souse 


AF042782 


7e-20 


25 


gal an in receptor type 2 - 
Hobo sapiens 


U94322 


le-19 


24 


galanin receptor type2 - 
Rattus norvegicus 


AF 077375 


6e-19 


23 


galanin receptor type2 - 
Hus ausculus 



2. BSLM&tiLWm 

GPRvl6 0T^^KSB59*^^Tine-DoolittleCD^S£(J.Iyte and R.F.Doo 
little, (1982), J. Hoi. Biol., 157,105-132. )££ D^-f HD;t->-ro^ 
fcffsRU BIHaaCiC^aifefTofc, *CDtS3!, GPRvl6 fc*7 fflOKHaSJtt 
(TM1~TH7) *«r5£fc#WBLfc(Ell 5). 

3. HMHPfamt&Jft 

GPRvl6 ©5*5 J KESJS * x'J-tU Hft^n V ^ ^SH^fe PFAM & 
ft (HHMPFAWSonnhamer EL, et al., Nucleic Acids Res 1998 Jan 1;26(1): 
320-322)) fcfTofc. ranv;V3 7^e7 ? ;HiHMMER version2. l(http://hmaer. 
wustl.edu/). PFAH^— 9^— ^ttPfan Version 5.5 (http://wmr.sanger.ac. 
uk/Software/Pf am/index. shUl ) £ ffl V *T tft Jft L t „ 

*<Z>g3l. GPRvlGtt, ta7_l (Rhodopsin family) * Z 

a7t, HMKPfaa«ljR©^&m-r. 
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»7 



Hit 


Score 


Expect 


Q from 


Q to 


Description 


7tm_l 


23.8 


8.3e-7 


155 


306 


7 transmembrane receptor 
(rbodopsin faaily) 


7ta_l 


13.3 


0.0017 


53 


133 


7 transaentbrane receptor 
(rbodopsin faaily) 



Hit: &5&©*£3Utt££n* p** 

Score : Z<omifiWtitiM^iibmn&ifiUi^> 

Expext : 0 Ci&ltntffcV 

Qfrom: «S2xifc F^-0©B3ftSffln 

Qto: it££ftfc KjC-r>©ttTttB 

Description : !£5££ftfc F* ^ 

4. 

3. i:4. ©*5Sl£iai 6tJtfi>fc. GPBvl6 fc* GPCR t#St$jfc S-SIS^ 

fcj&efcracys (f) s^racfctfflqaLfco 

I35B6017) ;W*07*-vf^ **fc:«fc3 GPRv21 ©«*f 
1. GPR?2lCD^ ; tP^-»38 

GPRv21 <07 * yKE^J^aftlKyiKJei^KyU^-^-c-^fctt. EHBL(Release 
64, http://www.ebi.ac.uk/K GENBANK Bel ease 120.0. http://ww.ncbi.nl 
b. nih.gov/), PIR (Release 66.00, http://www-nbrf.georgetown.edn/pir/) 
-e*a)£*JLT«?$f7'D^A (BLAST2.0) (Altschul, Stephen F. et al.,( 
1997) Nucleic Acids Bes. 25:3389-3402. J&fflUTgWft Lfc bz 3> &8Cm 
T&Wt** D ^-fcWTaci fcffW&JfcH&^fc. GPRv2l fct GPCR il*a|3){££ 
mm.U?v->t$>ZZbtfP)Wl,1to GPRv21©7»^yffiE^Jftia*] 
EflltttUTtetfT-p^A (Mast2.0) UfcfcM (E-value ifi e 

-35 *»©*>©) $*8t5xr. 
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£8 



Hit (ID) 


E-value 


Identities 
I 


Description 


AL121755 


0.0 


89 


G-protein coupled receptor - Human 


AF236082 


0.0 


83 


G-protein coupled receptor GPR73 - 
Hus ausculus 


K81490 


9e-37 


34 


neuropeptide receptor - D.melanogaste 
r 


U50144 


3e-36 


30 


type 2 neuropeptide Y receptor - 
Bos taurus 


U42766 


6e-36 


29 


neuropeptide y2 receptor - Human 


AF037444 


8e-36 


28 


cardioexcitatory receptor - 
Lymnaea stagnalis 


D86238 


8e-36 


28 


neuropeptideY-Y2 receptor - 
Hus ausculus 


142389 


8e-36 


29 


neuropeptide y/peptide YY receptor 
type 2 - human 


U762S4 


8e-36 


29 


neuropeptide Y receptor type 2 - Huma 
n 



2 . ©HaSMft©*8l 

GPRv21©r^yKK3»Jftffll^T lyte-Doolittle ©>&ai(J.Ryte and R.F.Doo 
little, (1982), J.Mol.BioL, 157, 105-132. )fc «fc D/W Ka/tJ/-7n y P 
SttfltU ffi*Mffi©**$*7 ■=>*:. *©*SJR. GPRt21 tt7<B©BlHiaS{tt 
(TM1-TM7) *m+ZZtV*lWl,1tmi 7). 

3. HKHPfamtft» 

GPRv21 OT^^KEWti'iU-iU anv^^^^^^ffl^fcPFAHtft 
m (HHMPFAH(Sonnhaamer EL, et al.. Nucleic Acids Res 1998 Jan 1 ;26( 1 ) : 
320-322)) Sfrofc. ffiftV/lo:7*7^ttHXMER version2. l(http://haaer. 
wustl.edu/ ), PFAHx-^-^ttPfaa Version 5.5 (http://www.sanger.ac. 
uk/Software/Pfaa/index.sbtal) &flH*T|fc$?l Lit* 

*©*SSk GPRv21tt, ta7J (Rhodopsin faaily) fctfr * Z bWWW Lfc, 
3t9t:, HMHPfan^CD^^^r. 



WO01/4S1S8 PCT/JP00/OT408 



-5 0- 
5R9 



Hit 


Score. 


Expect 


Q from 


0 to 


Description 


7ta_l 


188.1 


1.6e-58 


79 


338 


7 transoeabrane receptor 
(rhodopsin faaily) 



Hit: tft#©ISaUf££ftaK7W>©*f3. 

Score : zvmw&vtuznwib'mm&tfMx,^ 

Expext : Z<D&tfi 0 CSSttfttf SfilM3ii:m«l&tf KM. 
Q from : «£<**.*: P*-f >©Ba*SffiB 
Qto: «t££nfc F*>f >©**TttJB 
Description: JtJ££ftfc F * 4 >V>Vm 

4. Ts.ytstanoT7^( h 

Clustalw 1.7 £/8V>T GPRv21 b& 8 ©$> £©7 £ /'KEPJOy^'f ^ 

>F*i3C:fcofc <B1 8. 19). GPRv8 tt 7 SOKSaffltt (#« #«) ^ 
^L. GPCRC^WOSSIg^^rj-St^-A^n^Cys (ISotffcCys) *#f5 

[ICteW8] /W*>f >7*--^;r.f GPRv40CD#*f 

1. GPRv40O^*Di'-tft» 
GPRv40 ©75; m£M*&to&Wm&mfi&-* i: EHBL< Release 

64, http://www.ebi. ac.uk/K GENBANK Release 120.0, http://www.ncbi.nl 
a. nib.gov/)> PIR (Release 66.00, http://www-nbrf.georgetown.edu/pir/) 
T*>4)C«LT»«frD^?A (BLAST2.0) (Altschul, Stephen F. et al.,{ 
1997) Nucleic Acids Res. 25:3389-3402. )£fljMT&#Ufc bZ Ov 8 1 0t 
S*ri»St*t DS;-S^r6-i:^&!0>t*ofc. GPRv40ttGPCR ^ffiRtt 
SfiTo, i^^o->f»o:tii«fJi!9Lfc, GPR?40 ©7 S yKfE^J^a 
»B5Bk:»UT/W«r7*Dir5A (blast2.0) *flH>T«t# LfcejR (E-value i»» 
e-11 *a©4>©) &IR 1 oc^r. 



WO 01/48188 




.5 1- 



$10 



Hit (ID) 


E-value 


Identities X 


Description 


D86599 


le-13 


23 


oxytocin receptor - Hus sp. 


U 15280 


4e-13 


23 


oxytocin receptor - 
Eattus norvegicus 


176321 


le-12 


22 


vasotocin receptor - white sucke 
r 


X64878 


2e-12 


21 


oxytocin receptor - H. sapiens 


187783 


2e-I2 


21 


isotocin receptor - C.connersoni 


045400 


3e-12 


23 


vasopressin receptor VI b - rat 


L37112 


3e-12 


24 


vasopressin receptor subtype lb 
- Hobo sapiens 


U27322 


6e-12 


23 


arginine-vasopressin Vlb recepto 
r - Eattus norvegicus 


U82440 


6e-12 


21 


oxytocin receptor - 
Kacaca sulatta 



2 . msia©tit©^ffl 

G?lv40 <D-r<;&mn*m^X Ene-DoolittleO^U.lyte and E.F.Doo 
little, (1982), J.MoJ.BSol., 157, 105-132. )t«t H d;^-7d *j Y 

(tmi~tm7) &&'rzzh#mmi,itm2 o). 

3. HMMPfan 

GPEv40 © r S J KEfl * * x i) - 1 U v v;wzi y * ?)V ft fl) \,\ it PFAH t* 
5R (HMHPFAH(Sonnhamaer EL, et al., Nucleic Acids Bes 1998 Jan 1;26(1): 
320-322)) fcffofc. Sixv^zi^^^UttHMMEE version2.1(tattp://hnner. 
wustl.edu/). PFAM?— *fc*Pfan Version 5.5 (http://www.sanger.ac. 
uk/Software/Pfax/index.shtBl) Ufc. 

*<Dj££, GPBv40tt, t»7_l (Ehodopsin fanily) ££T* £ fctfflE Lfc. 
HMMPfamtft»<D^iRS:^r. 



WO 01/481 88 




-5 2- 

&1 1 



Hit 


Score 


Expect 


Q fron 


Q to 


Description 


7t»_l 


26.5 


l.le-07 


228 


352 


7 transaeabrane receptor 
(rhodopsin fanily) 


7to_l 


18.1 


5e-05 


59 


181 


7 trans icnbrane receptor 
(rhodopsin fanily) 



Hit: tft*<Dt£Slfc££ns 

Score : SttfttfSuiai^0&#K^. 

Expext: CKDffitf 0 cattntfX^&iTSMtfS^, 

0 fron : i^nii K*-f >©R}*Stt« 

Qto: tttj£<*ftfcF;*-*>©l*7<ftH 

Description : «££nfc H,* * >OStl§ 

4. 

3. £4. ©I3S£E!2 lfc*i:«»fc. GPRv40ttGPCRK:^ta^S-S^* 

j&j&rscys (•) ft^-racfctffjELfc. 

tHJte0«l9] >7*-v?-f ?XiZJLZ GPEv47©#*t 

1. GPRv47®*^ Di^-ttSft 
GPRv47 <07 ^gE^JafcE^JOafcE^-*^-;* ttt, EHBL(Eelease 
64, http://vwif.ebi. ac.uk/K GENBANX( Re lease 120.0, http://vw.ncbi.nl 
b. nih.gov/). PIE (Release 66.00, http://mfw-nbrf.georgetovn.edu/pir/) 
-C*i)t^UT/^r7-D^5A (BLAST2.0) (Altschul, Stephen F. et al.,( 
1997 ) Nucleic Acids Bes. 25 : 3389-3402 .)£flH>Ttfc$fiLfci:£*. 3*1 2 fc: 
ffirmn t**aV-*#TiZt#Wt>frKtti^1t. GPRv47 tt gpcr tm m& 

£*rr*». tf^^o-^tfe^^fctf^ufco 6PRv47©rsys£Eyy£ta 

fclEFJtttLTllWrrT'D^A (blast2.0) *BH,%Ttfc$fcLfcfcSI (E-value ifi 
e-llife88©fc©) fc^l 2Cwt. 



WO 01/48188 PCT/JPO0/0MO8 

-5 3- 



& 1 2 



Hit (ID) 


E-value 


Identities 
X 


Description 


D43633 


le-85 


41 


G protein- coup led seven-transaenbran 
e receptor - Medaka fish 


X98133 


2e-28 


27 


histaaine H2 receptor - H. sapiens 


H3Z701 


3e-28 


28 


histamine H2 receptor - 
Canine histaaine 


L41147 


6e-28 


31 


5-HT6 serotonin receptor - 
Bono sapiens 


U25440 


8e-28 


26 


histaaine H2 receptor - 
Cavia porcellus 


D49783 


le-27 


28 


histaaine H2 receptor - Hunan 


U64032 


2e-27 


27 


alpha Id adrenoceptor - 
Oryctolagus cuni cuius 


S73473 


3e-27 


28 


beta 3-adrenergic receptor - rats 


M74716 


4e-27 


28 


beta-adrenergic receptor - Rat 


S57565 


6e-27. 


27 


histaaine H2- receptor - rats 



2. s«5afiB{ft©**a 

GPBv47©r 5^BlEWftfflV^-CKyte-Doolittle075ai(J.Iyte and E.F.Doo 
little, (1982), J.Mol.BioL* 157, 105-132. )fc «t CD/li'-ZDyh 
ftflJrtU K«a»tt©^a*f5-3fc. ^©ttJR, GPBv47tt7 0©JK»afflffi 
(TM1-TH7) ftWf*C4:*»«WLfc(E2 2). 

3. HMMPfanttJft 

Qnv47(D7'$se$tfim*93i l )-tL. HIl^^ii^^^ftffl^fcPFAMtft 
3ft (HMMPPAM(Sonnhanner EL, et al., Nucleic Acids Bes 1998 Jan 1;26(1): 
320-322)) Sffofc. ®ixv^37^^ttHMMER verslon2. l(http://haaer. 
wustl.edu/). PFAM^-^-^ttPfan Version 5.5 (http://www.sanger.ac. 
uk/Sof tware/Pf an/index. shtal) ffi^Ttftfc Lfc. 

*<Z>*3», GPEv47fcJ\ t»7J (Ehodopsin fanily) fctff t Lfc, 
»13t, HMMPfan «l3R©ejRS^r. 



WO 01/48188 PCT/JPOO/OW08 



-54- 
^1 3 



Hit 


Score 


Expect 


Q fron 


Q to 


Description 


7U_1 


137.9 


9.6e-43 


59 


341 


7 transaenbrane receptor 
(rhodopsin fanily) 



Hit: 3*1 S 

Score : COffltfttfcmHK^K^aiUStflS^o 

Expext: 0 tz&Vti&m^Zmm&ifiU^. 

Q fron : »5£<**ifc K*>f >©B8&ttn 

Qto: ><D»Tffia 

Description : tofctftiiZ ><DKU8 

4. •r$.;&Sffi<DT5<{ * > h 
ClusUlw 1.7*ffll\-CGPRv47ii»«^>/^i;t07'^/'ntlE5y<Dr7^pt > 

hftjfeZfc^fc (02 3-2 5) . GPEv8t47ffl©KHa6Pte («# f##) £*j 
GPCBCfttf<3SSfg£fcfr3fc%;t&ft*Cys («*oi*fcCys) SItiCt 

[SOttWlO] ;<-r;»M>7;r— **£«fc& gpevsi 
1. GPBv51©**Di>-tft# 

GPBvSl ®r * yffiEyaftBtJBlEJymfilEW^-^^-^fctt. EMBL( Eel ease 
64, http://www.ebi.ae.Uk/K GEMBANK Eel ease 120.0, http://wwv.ncbi.nl 
n.nih.gov/K PIE (Eelease 66.00, http://vww-nbrf.georgetown.edu/pir/) 
-C-ft*)t#UTJS¥$f:7'a^A (BLAS72.0) (Altschul, Stephen F. et al.(l 
997) Nucleic Acids Bes. 25:3389-3402. )€fflt^Ttt* U& t CI 5, S14C 

^•rs?s2;* ; tD^-ftwr.6iii;^e)<pt^^fc. gpevsiugpce tmm& 

S^to, ©f^^n-^TfeiCii^W^Ufc. GPBv51©r^yBSE5y«a 
»R5iIt^LTJ»trr7'D^7i» (blast2.0) *fflUT«WtLfc^» (£-valuetf 
e-18 5fe»0*J©) 4Cwt. 



WO 01/48 1M 




S14 



Hit (ID) 


E-value 


Identities % 


Description 


M35297 


4e-43 


36 


G-proteia coupled receptor - Eat 


J03823 


le-42 


34 


Eat aas oncogene, couple te cds. 


HI 31 50 


3e-40 


34 


•as proto-oncogene - Hunan 


X67735 


le-39 


35 


Mas proto-oncogene - M.ausculus aas 


AL035542 


le-35 


36 


HAS-related G protein-coupled 
recep tor MEG - Hunan 



2 . mmmuvKo^v* 

GPBvSl <D7Z ;&&Fl&m^T Kyte-Ooolittle ©^^(J.Kytc and E.F.Doo 
little, (1982), J.Mol.BioL, 157,105-132. )fc«fc t) ;W H D/<S/— 7*D v h 

stti&u jKsafiiifto^ai^ffofe. *<o&m, gpbvsi tnm<om&&&i£L 

(TH1-TM7) *#TZZt1fiWmL*:m2 6). 

3. HHKPfaatftW 

GPBv51 ©7^KE5!l«^xiJ-tU fUti^JUz) y^rJl&m^lZ PFAH& 
% (HMHPFAM(Sonnhanaer EL, et ah, Nucleic Acids Res 1998 Jan 1;26(1): 
320-322)) £*7ofc 0 Ranv;P3 7 ; 67 r ;HiHMMEB version2. l(http://hmDer. 
wustl.edu/K PFAM^-^-jattPfaa Version 5.5 (http://wvw.sanger.ac. 
uk/Software/Pf an/index, shtal ) ^Ttftfc U fc. 

*®^*> GPBv51tt, ta7_l (Ebodopsin faaily) **r*Cl ktfflWUfc. 
«15C HMHPfaa &#©ISJR fc^f. 



*1 5 



Hit 


Score 


Expect 


Q froa 


Q to 


Description 


7ta_l 


32.6 


1.4e-09 


44 


78 


7 transaeabrane receptor 
(rhodopsin faaily) 


7tB_l 


3D. J 


8.7e-09 


104 


276 


7 : transaeabrane receptor 
(rhodopsin faaily) 



Hit: 9mo&mm%.istil> ¥*4><D%m. 



WO 01/48188 




-5 6- 



Score : d©fi#Ktt*x»B^ia£«3B«tfBu. 
Expext : 0 C£ttfttfi&lM5ir©ja&#BfU. 

Q froa : SSSiifc 4 
Qto: «S?nfcH^^>0»TttB 
Description : HtJfcSnfc •< XD&W 

Clustalwl.7*ffl^"CGPEv51i:G-protein coupled receptor - Eat(H35297)fc 
(D7Sy|lSW077'f>>ht*J:aot (02 7) . GPRv5m7ffiCD«I! 

3a®« (### «#) *mrzzt&&mLit. 

IPmmi 1 3 ^W*^ >7*-^-f **fc:«fc3 GPRv71 

1. GPBv71 Ot'tD — t$5£ 
GPBv71 ©7 3; yRE^IS&EWKfclc^-*^--* fctt, EMBL( Eel ease 

64, http://www.ebi. ac.uk/K GENBANKt Be lease 120.0, http://www.ncbi.nl 
B.nih.gov/K PIE (Eelease 66.00, http://www-nbrf.georgetown.edu/pir/) 
t*«)C«L,tlWf7'Dy7A (BUST2.0) (Altschnl, Stephen T. et al.,< 
1997) Nucleic Acids Res. 25 : 3389-3402. )*fflt>Ttft5RLfci:^: 5* *1 6fc 
^Tlc^Jfc*^ D^-fc^raCfctfE&frfcfc^fc. GPBv71ttGPCB tfflPltt 
*m*Z>, «£fc£D->T»a;ri:#«ELfc. GPBv71©T^yKE?J*Bl 
ftSWfc«LT»«r7Djr7A (blast2.0) £#^Ttft3& LfclSM (E-value # 
e-35 *«©*©) 6C^t. 



WO 01/43188 PCT/JF00/0M08 

. -57- 



ai 6 



Hit (ID) 


E-value 


Identities 
X 


Description 


AF069555 


9e-44 


44 


G protein-coupled receptor p2y3 - 
Heleagris gallopavo 


X98283 


9e-44 


45 


P2Y PUE1H0CEPT0E 3 - G.doaesticus 


AF031897 


6e-41 


40 


P2Y nucleotide receptor - 
Heleagris gallopavo 


X99953 


le-39 


41 


P2Y PUEIN0CEPT0R 8 - X.laevis 


D63665 


2e-37 


41 


novel G protein-coupled P2 
receptor - Eat 


Y14705 


le-36 


40 


P2Y4 receptor gene - 
Battus norvegicus 


AJ277752 


2e-36 


41 


P2Y4 receptor - Nus musculus 



2 . mnm®{it.<o*m 

GPRv71©7-^yKS5»J&fflVNT Iyte-Doolittle©^a(J.Kyte and E.F.Doo 
little, (1982), J.Mol.BioL, 157, 105-132. )t J; Ho/ti> — 7P * h 

*fmu «»ag&{ft<7>*aasf?ofc. *<o&m^ gpev7i « 7 mtommmmvi 

(TH1-TO7) *mt*Zt#$m\s1t (EI28) . 

3. HMMPfaatfWR 

GPHv71 07 X J SE^^x U-tU 7 * f/PfcWUfc PPAM tfe 

(HHXPFAH( Sonnhanaer El.et al., A>uc/Wc dc/ds tfes 1998 Jan 1;26(1):3 
20-322)) fcfrofc. Bn?;w 7 « 7**12 HMXEE version2.I(http://hoaer.w 
nstl.edu/K PFAM^-^-^fci Pfaa Version 5.5 (http://www.sanger.acu 
k/Software/Pfaa/index.sbtal) £#HTtft5& Ufc. 

*©8JR, GPBv7Jtt x ta7J (Ehodopsin faaily) SWT* Z £: tffl^Lfc. 
&1 7K V HHMPfaatft»CD63R«^r. 



WO 01748188 PCT/JWCVW408 



-5 8- 
3il7 



Hit 


Score 


Expect 


Q froa 


Q to 


Description 


7ta_l 


90.6 


7.6e-28 


40 


161 


7 transaeabrane receptor 
(rhodopsin faaily) 



Hit: tom<D&mm&2tiZ 

Score: Z<Dmw&\ftittn^3Lizmm&-&^. 

Expext: ZOfSifi 0 (clSlTtiaifitMS^SIBa^Sv^ 

Q froa : «t3£2ftfc K;* >f >©B8*SffiB 

Qto: «j££nfc F*<<>©»T{ftB 

Description : iifc K * -< >oK|8 

4. 7ZS§gt&F}<D754 b 

Clustalwl.7^fflV\TGPBv71i:-f©»<W^>M^i:©r^ >'SiK51I©7'^-<p< 
> bZKZU^tt (0 2 9, 3 0). GPBv71tt 7 «©RHifig5tt («t Iff) ^ 

immmi 21 »w^--< >7*-?r^^cj:4 Gpav72©««f 

1 . GPBv72CD**Dy-8Wf? 
GPBv72©T^ yKK5«SRttRy>j(aJaiKyax-^^-7,i:i±, EMBL( Be lease 

64, http://www.ebi.ac.uk/). GENBANK(Be lease 120.0, http://www.ncbi.nl 
a.nih.gov/K PIB (Belease 66.00, http://wvw-nbrf.georgetown.edu/pir/) 
T»4)t«U»<lr7D^7A (BLAST 2.0) (Altschul, Stephen F.et al.,(l 
997) Nucleic Acids Res. 25:3389-3402. )£/8^?tfcjftUfc t Z 5, $1 8t 
^rEJaifc^^D^-ft^-riCliltf^^iPlCft-pt. GPBv72C±GPCB iiffiEIti 
^^fT4. St&U?n->T'*>ZZtWf*m\st: 9 GPBv72 ^ ^ &E*»J£K 
»Iffi^Jt«LT«<ff7-p^5A (blast2.0) *ffl^T«tJ!5Lfe^lR (E-valuei^ 
e-24 3fe85cD*©) 6SI1 8Cmt. 



WO 01AM1SS 




-5 9- 



$1 8 



Hit (ID) 


E-valne 


Identities 
% 


Description 


Af 091890 


4e-29 


32 


G-proteio coupled receptor 

RF? — Ham unt»n« 
ILEA HUMI 


U81982 


3e-25 


30 


alpha la-adrenoceptor - 

flpvrt nl Afn« rim i t>\\ 1 im 
\Jl JC IUJq^Uj K Mil I wUl US 


S71323 


6e-25 


32 


alpha-lA adrenergic receptor - 

Japanese uedaka j 


D63859 


6c-25 


32 


alphalA-adrenoceptor - 
Oryiias latipes 


U07126 


8e-25 


29 


alphalc adrenergic receptor ~* 
Rattus norvegicos 


U03866 


8e-25 


30 


adrenergic alpha-lc receptor 
protein - Human - 


AF013261 


8e-25 


30 


alpha 1A adrenergic receptor I 
isofor* 4 - Hobo sapiens 


L31774 


8e-25 


30 


alpha-lC-adrenergic receptor - Huma 
n 


D32202 


8e-25 


30 


alpha 1C adrenergic receptor 

isoforn 2 - Human \ 


D32201 


8e-25 


30 


alpha 1C adrenergic receptor 
isoform 3 - Huma 


D25235 


8e-25 


30 


alphalC adrenergic receptor 



2 . &S35H5tt<Z>*iM 

GPRv72©r * ;&&M*m\,*T Kjrte-Doolittle©#ai(J.Iyte and R.F.Doo 
little, (1982), J.MoJ.BioL, 157,105-132. )t«t »>/W r* d;V>— 7d y h 
£ttf£U MSiaffittO^aiSlTofc. *©*3SU 6PBv72i±7®OJKSfflaJ{tt 

(TM1-TM7) %n-rzztvmm\si±m3 iu 

3 . HMMPfau 

GPRv72 cot * J »EJ*J ti'iU-tU R8ruT;i/37 : ET;i/Sfflv>fc PFAM & 
% (HMMPFAM(Sonnhammer EL, et al., Nucleic Acids Res 1998 Jan 1;26(1): 
320-322)) fcfr^fc. B*it;V3 7t?;H4 HMHER version2.1(bttp://hmmer. 



WO 01/43188 




-60- 



vustl.edn/K PFAH x— Pfam Version 5.5 (nttp://w¥. Sanger, ac. 
ux/Software/Pfam/indei.sbtml) ftffilvttfcSftUfc. 
*CD&m* GPRv72tt* tm7_l (Ehodopsin family) fctfSJEUfc. . 

*i 9t. mwtkm&faommzm'r. 



SI 9 



Bit 


Score 


Expect 


Q from 


Q to 


Description 


7ti_l 


196.1 


4.7e-61 


48 


454 


7 transmembrane recepto 
r (rhodopsin family) 



Hit: IftfOMS^niH^-fXO^a. 

score: z <Dm#&vnumMzzmms.im^. 

Expext : 0 tifiWntf5£vM5^«»S^K^. 

Q from : *£3££*lfc I s * *><DBg*SttH 
Qto: ttJ£SnfcF*-<>©l*TtfB 
Description : If 5S£ixfc K;* •< >CDEft^ 
4 . 7 S J &&&1<D7'7 <f * > h 

Clustalwl.7£JBUTGPRv72i:S 1 80^W^J:cD7^>'8SR9J077'fy 
>hS^4oft (0 3 2-3 4) . GPav72tt7<B©lBlH»aJtt (### #«) & 
*TU GPCRfc^©SS^56ff-5i:%jie»H2)CTS (IfcottfcCys) 4«r4C 

*ftl«t:J;^ «r«Gga?l#«S!gS<* <GPRv8, GPRt12, GPRv16, GPRv21 
, GPRv40, GPRv47, GPRv51, GPRv71, GPRv72) , KSSHSu- Hf &:8fcVF 



WO 01/48188 PCT/JPOO/09408 

-6 1- 



WO 01/48188 PCT/JP0WW408 
-6 2- 

1. ^T'y>>H»J>ffi^aE6H^»ffi©SS«:ft3-F-r*TI3 (a) *» 

e. (d) ©fc\rn*>tgBtt©DNA. 

(a) E3l#^: 1*64, 1 7 6»e> 2 10umtE8®7* ;&B&\i**> 
tt4«SRS3-Kt5 DNA. 

(b) E3»J*^ : 5 6 8. 2 2*$> 2 6 ©^rft*fcI2«©JfiSR£J03- K 

DNA. 

(c) EMSf : 1*64. 1 7*6 2 1 CD^rft*JCgStt<D7 I ,>ffiB**J£*i 

(d) ^B>U*-9: 5ip&8v 2 2 *& 2 6 ©^rn*fcffi«UD*a6E5!Jfre»&* 
DNA fc* r y > i> x > r TC^ * r 'J ?4 XT * DNA, 

2. E?!J*^ : 1*»6 4. 1 7*5,2 1 GH>rtt*tgB«©7' * ^SE3"Jz>& 
4 8 6 »©9»^r^ K ft 3 - K T * DNA. 

3. S#JH 1 *fctt2fcEtt®DNAftfttf-f S^**-. 

4 . a*JH 1 2 tffi«©DNA $fctt»«JB3 CBtt©^* 

5 . si*jb i Sfct* 2 tKttoDNA c«t r>a- K*n*fiaR*fcti^r^ 

K. 



WO01/4MW 




-63- 

(b) «m«4#?*£TT©IS£tStei:lt«UT, X§ (a) TtftttiStifc*^ 

(a) «tt6C«0!?*TTMeH**3Hr*«USK:»a6H©yif> Pft&tt 

( b) St 'J # > HcD»s6H^©e^ti sibbsc* ttafcftsfcajrsxii, 

(c) »«ttm^#ffiTT-©aisfci>^a«<bi:tt«LT, xg <b) -etftta;* 

a. 

io. <aj9a£i3i:rs£<t#, cAMPaffi©^{t*}tt±*^^^AaA<z)s:<b-e 



WO 01/O188 




-64- 



15. : 5£pf»8, 2 2 frfc 2 6 ©l*rna*CIBtS©ffi2iE7!ja>e> 

S DNA ifctt* ©IStt© >PU< fcfc 15 * * V** H©0lft£?rT 

i 6. a, was. *«tv7;i/yyN^T-«6>6,ft5eij:tja«?n4^ja©^ 

DNAOftSx *fctt«»*C*{i*tt*JBlt:EO©DNA©ft«i&J)DU*tfc& 

i 7. i tise©tt<*$fca:K*«i scie©©*^** ksscn 

8. MS!. *JiV7;i/y^^v-«iPe»*4SJ:ti3tR*tv4Sj£©^l8r5l. 



1/3 4 



Ell 



>S©|P47901|V1B1U*JHAN VASOPRESSIN VI B RECEPTOR (AVPR V1B) (VASOPRESSIN V3 
RECEPTOR) (AVPR V3) (ANTIDIURETIC HORMONE RECEPTOR IB). 
Length = 424 

Score = 316 (111.2 bits). Expect = 3.7e-41, Sun P(2) = 3.7e-41 
Identities = 70/194 (38*), Positives =115/194 (59%) 



56 LWVLFYniVOiSVVlFSTWR-KJUCSRMT^ 114 

I + V GN VL 4 + +K+SRH FV LA+TD L *L ♦ V T F 
41 LATVLVLATGGNIlAVLLTLQOLGRKRSRMHI FVIHLALTDLAVALFQVLPQI LVDITYRF 100 

115 TAPOlVCIWRYLQVVLLyASTYVt\^LSIDRYHAIVyPHKFLQG£K£WRVLlVIA-WSl 173 

PN.4CR V+YLQV+ ++ASTY+1+++++0RY A++P++LQ 0+ L++ A i L 
101 QGPOllCRAmL^SMFASTYMLI^LORYLAVCHPLRSLOlPGQSm 160 

174 SRFSIPnilFaira—SNeEVOCWLWPDIKY^fTP—YMriVAFLmiPlTnSI 228 

4 +FS+P 4 IF R 4 46 + CWA 0 4 H P Y+T ++ +P+T+++ 
161 AAIFSLPOVFIFSIREVIQGSGVIDCWA — DFGFPIRjPRAYLTVrTLAI FVLPVTMLTA 217 

229 MYGiVlRTW-IKSKT 243 

Y ++ 1 « KT 
216 CYSLICHEICKNLKVKT 234 



Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 

Score = 131 (48.1 bits). Expect « 3.7e^1, Sun P(2) = 3.7e-41 
Identities = 33/80 (41*), Positives = 47/80 (58*) 

Mery: 256 SSYNRGUSKAKIKAIKYSIIIILAFICCWSPYF — LFDILDKFNLLPDTQERFYASVI 314 

SS N 1S+AKI4 4K 4 +IHA+I CW+P+F ++ + D N PO A I 
Sbjct: 267 SSIITT-ISRAKIITTWfTmYUYIAWAm 322 



Query: 
Sbjct: 



315 IQNLPALNSAINPUYCVFSSSI 337 

L IKS NP IY F+S 4 
323 SMLL^NSCCNPWIYWFKSHl 345 



2/3 4 



>sp|P31388|5H6_RAT 5-HYDRQXYTRYPT AMINE 6 RECEPTOR (5-HT-6) (SEROTONIN RECEPTOR) 
(ST-B17). 
Lengths 436 

Score * 224 (78.9 bits), Expect = 6.7e-17, P - 8.7e-17 
Identities = 84/309 (27*), Positives = 144/309 (46X) 



Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 



Sbjct: 
Query: 

Sbjct: 



3 P6EA — LLA^LWVLAVALLSNALVLLCCAYSAELRTRASGVLLVNLSLGHLLLAALDM 60 
P6 ♦ 4 A L V+44 A 4+ L++L C A LR S LV+i L*+ ♦ M 
23 PGGSGWAAALCWIVLTAAAKSLLIVLICTQPAHRJH^ 60 

61 PFTLLGV>««^TPSAPGACOVIGFLDTFLAS«AAiSVAALSAIXa^AVGFPLRYACSLR- 119 

PH+GR A Q C ♦ 0 S ♦ L+* 4$ D+H 4 PLRY R+ 
81 PPANLNALYORInfLARGLClLWTAFDVNCCSASIlJLClISL 140 

120 PRYAGLLLGCAIGOSLAFSGAALGCS¥lGYSSAFASCSlRLPP£PERPRFAA — FTATL 176 

PR LHG AV SU Ai SH ♦ P P + R A F 

141 PRALALI LQ-A9— SLA AU-SFLPtLLG»ClGKARTPAPGOCRlLASLPFVlVA 192 



177 HAVGFV1PUV1CITSL0VHRVARRHCQRMDTVT— 
V F LP «T « AR4 +♦ 4+T 



4KALALLADIHPSVR- 
4+ L 4 P 4 



Sbjct: 193 SGVTFFLPSGAICFTTCRILUttRKQAW^ 252 

226 Q1TClIQQXRRRHUTRXIGIA!ATFLICFAPYVMIlLAFJ.VPf^ 265 

+R 4- R4 4A+ 461 ♦ F 4- 4 P+ 4- 4A+ V 4- 4t+ L Y 

253 RRI^TKHSRXALKASLTLGIILGMFFVTVLPFFVARIAQA 311 



286 KAVADPFTYSLLRRPFRQVl 305 
4. 4p y 1 g r| | I 

312 WSTMRPIIYPIFMRDFKRAL 331 



3/34 
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04 



>sp|P56479|GALR_M0U$E GAL AM IN RECEPTOR TYPE 1 (GALt-R) (GALR1). 
Length = 348 

Score = 269 (94.7 bits). Expect = 7.9e-24, P = 7.9e-24 
Identities = B2/289 (28%), Positives = 136/289 (47%) 



+6 +GN VI +L + GKP S 4 ILNLS4ADL4 LLF P 4AT Y4 V LG 



Query: 


49 


Sbjct: 


46 


Query: 


108 


St jet: 


105 


Query: 


166 


Sbjct: 


164 


Query: 


221 


Sbjct: 


218 


Query: 


281 


Sbjct: 


275 



T4 44 4 4 S 4 4 4 + V W 44 



4 P 4 4 H 4 4 C 



K Y ♦ FG LPL F 
LHKKAYWCTFVFGYLLPLLLICF 217 



+ ++ K4 X 4 444 K4 H 4 ++ 4 WLP V LM 



P P F 4 L 4S SS NP4I4 +SE FR4 K V4K ♦ 4 P SE44£ 



>sp:NY2R_BOVIR NEUROPEPTIDE Y RECEPTOR TYPE 2 (NPY2-R). 
Length = 384 

Score - 153 bits (383), Expect = 5©-37 

Identities <= 93/308 (30%), Positives « 164/308 (53%), Gaps » 



7/308 (2%) 



Query: 


47 


Sbjct: 


38 


Query: 


107 


Sbjct: 


98 


Query: 


167 


Sbjct: 


156 


Query: 


227 


Sbjct: 


216 


Query: 


286 


Sbjct: 


273 


Query: 


346 


Sbjct: 


332 



44V4 4A IH4 IGH 4 I 4444* 4R 4TM IANLA4 



40 LV 4CPF4Y444 W4GV1C V Y 4 444 VST L IA40R4 I 
ADLLVMTLCLPFTLTYTUGE — W(K3^CHLYPYAflGLAVWSTITLTVlALDRHRCI 155 



V4 L 44 Q 4 41 L « VS 14A P A F 444 14 £ 4 C 4 NP 4-*4 



4Y Y L L+V P4 44 Y RI 4L 



R+KT 4 
-RQKTTKM 272 



L4C44 44HP4F4D V 4 K Y F4 IAM44KL4 4 
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>sp[P97926|0XYR_H0USE OXYTOCIN RECEPTOR (OT-R). 
Length = 388 

Score = 164 (S7.7 bits), Expect - 8.9e-22, Sue P(2) = 8.9e-22 
Identities = 57/166 (34%), Positives = 84/166 (SOS) 

Query: 24 VGLNLTLGQGAP ASGPPSR RVRLVFIGVI LWAVAGNTTVLCRLCGGG 71 

V 4. L LG 6 P 4GPP R RV 4 L 41L 4A44GN VL L 
Sbjct: 9 IfS I EL DLGSGVPP^^GNL TAGPPR RHEALARVtVA VI CL I L FLAL SGMACVLLAL 64 

Query: 72 GPWAGPKRRKMDFLLV01ALAJDLYACGGTALSOLAWRLGEPRAATa)LACRFLQlLQAS 131 

K 44 F 4 L44A0L LQLVH R DLCR44LQ 

Sbjct: 65 -RTTRWWSRLFFFMKHLSIADLVVAVFQVLPQLLTOITF~RFYGPDLLCRLVKYLQW 121 

Query: 132 GRGASAHL WL IALERRRAVRLPHGRPLPARA — LAALG-WLLALLLALPPAFV 182 

6 AS 4L44L44L4R A4 P.RL R .LAL WL L4 ++P 4 
Sbjct: 122 GWASmLLLI^RCUlCOPL-RSLRRRTDRUVUmGCLVASVT^mi 174 

Score = 155 (54.6 bits). Expect = 8.9e-22, Sum P(2) = 8.9e-22 
Identities = 49/161 (301). Positives = 85/161 (52*) 

Query: 217 CHGI FAPLPRIn^OVYAFYEAVAGFVAPVTVLGVACGHLLS — VW— RHRPQAPAAAAP 272 

C4F4H4Y4 -4A44PVVLACL4S4W R + A AAAA 
Sbjct: 187 CWVF-IQPimAYVTWITUVYIVPVIVU-A^ 243 

Query: 

Sbjct: 

Query: 

Sbjct: 



PAPSALPRAKVQSLKWLLLALLFVGCELPYFAARLAAAWS-SG 323 
S ♦ G R 4 4 ♦AK4H4KM* H I Ft C P4F 44 4 H 4 

244 GSOAAGGACRAALAR VSSVXL I SKAK I RTVXMTF 1 1 VL AF I VCVTP FF FVCK*SVWDVHA 303 

324 P AG0WEGE6L SAAL RWAMANSALNPFVYL FFQAGDCRL RRQLRKRL6SLCCA 376 

f E A4 44A NS NP44Y4 F L 4L 4R LCC+ 
304 H — EASAFI IAH-LLASLNSCCNPWIYHLFTG — HLFHELVQRF — LCCS 347 



>sp|Q91178|GPRX_0RYU PROBABLE G PROTEIN-COUPLED RECEPTOR (FRAGMENT). 
Length = 428 

Score = 823 (289.7 bits), Expect = 9.8e-83, P = 9.8e-63 
Identities = 182/422 (43%), Positives = 266/422 (63%) 

Query: 2 ESSPIPQSSGNSSTLGRVPQTPGPSTASGVPEVa ROVASESVALFFMLLLDLTAV 57 

44SP4 S 4 S P P4 P4VG+ 4 4 LF Hf L+L A4 

Sbjct: 5 KTSPMI TSDHSI SNFSTGLFGPHPTVP — PDVGVWSSOSQMKDLFGLFCMVTLNLIAL 61 

Query: 58 AGNAAVMAVIMTPALRKFVFVFHLCLVDLIAALTLIPLAMLSSSALFDHAL 117 

N VM IA4 P L+KF FV HLC VD4L A4 LM>L 44SSS F 4F 4 C44 
Sbjct: 62 LANTGVMVA I ARAPHLluVAr^VCHLCAVDVLCAI LUff>LGI I SSSPFFGTVVFTI LECOV 121 

Query: 1t8 YLRS\mSUILSVSAINVERYYYWHP«YEVRmLGlVASn 177 

Y4FI+V 4 L4IL44+AI4VERY+Y4VHPWYEV4KT4 IV V44 4W ML 4A V 
Sbjct: 122 YIFLNWLIVLSILTITAISVERYFYIVKPKRYEVKMTINLVIG>MLIWFNSLLLALVT 181 

Query: 178 VLGRVSKEGAPSWPGCSLC3WSHSAYCQL FVVVFAVL YFLLPLLL I LWYCSMFRVARV 237 

♦ 6 4 4 CSL SHS +F V4F V4 FL P+44I VY 4444VAR 
Sbjct: 182 LFGWPPYGHQSSIAASHCSLrUSHSRLRGVFAVLFCVl^ 241 

Ouery: 238 AA>O^H.PT»t-TP-FWS£SLSSRSTMVTSSGAPOJ-TPHRTFGGGWAVVLLAVG 293 

AA4Q P 4PTW 4 4P 4 RS4S4+S44T44T4 PQ 4P R F GGKAA4 t 4 
Sbjct: 242 AALOQVPAVPTWADASPAKDRSDSINSGTrNnRTLPORLSPERAFSGGXAALTLAFIV 301 

Query: 294 GQFLLCWLPYFSFHLYVALSAQP I ST60VESWTVI GY FCFTSKPF FYGCLWQI RGELS 353 

G0R4CWLP4F FHL 44L4 SG4EVW4YFNPFYG LNROIR EL 
Sbjct: 302 6QFLVCWLPFFI FHLQMSLTGSMKSPGOLEEAVIilWLAYSSFAVNPSFYGLLNRQIROELV 361 

Ouery: 354 K-<^CFFKPAPEEELRLPSREGSIEENFLQFLrXTGCPS£S1fVSRPLPSPKQ^£PPAVD 411 

K 4 X 4P E4 S E6S +ENFLQF+Q T S£4 S 4p4 E A 
Sbjct: 362 KFRRCCVTQPV — EIGPSSLEGSFCCNFLOf IQRTSSSSETKPSFAttSNPR)t€N0A — 416 

Query: 412 FRIPGOIAEE 421 
4IPGQI EE 

Sbjct: 417 HKIPGOIPEE 426 



7/34 



07 



>sp|P23749|RTA RAT PROBABLE G PROTEIN-COUPLED RECEPTOR RTA 
Length = 343 

Score = 461 (162.3 bits). Expect = 2.3e-44, P = 2.3e-44 
Identities = 121/323 (37%), Positives » 178/323 (55J) 

Query: 2 NOTLNSSGTVESALMYSRGS-TVHT-AYL : VlSSLAfffTCLOGMACNSMVIWLLGFR 55 

NO 6 E4 VSRG T4 A L V 4 4 4 CLCG4 CM +V+W GF 
Sbjct: 13 NOWWCPOBEHaYSRGFLTIEQlATLWAVTirflFlLLacaV^ 72 

Query: 56 HWNPFCmLNLAAADLLFLFSMAmSLCTQPLm-TDKv^^ 114 

♦ R PF IY L4LA4AD +HFS A L ♦ 4 0 V 4 ♦ 4 4 G4S 
Sbjct: 73 I KRTPFSI YFIHLASAOGI YLFSKAVI ALINMGTFLGSFPDYVRRVSRI VGLCTFFAGVS 132 

Query: 115 LLTAISTQRCLSVLFPI^CHJ^RHLSAWCGLL^LCLLfWGlTSSFCSXFL— KfNE 172 

LL AIS 4RC4$V4FP4*4 RP+ LSA VC UW L L4 4 4 FC Fl 4 4 
Sbjct: 133 LU>AISIERCVSVIFPWYWRRRPWaSA6VCm^ 191 

Query: 173 DRCFRVDHVUAAIIMGVLTFWTLSSLTIFV^ 232 

C +04 14 4 P4M L I L + V .444 R44 H WLA V VFL4 
Sbjct: 192 T ACLNMDI SL6I LLFFLFCPLMVLPCLAL I LHVECRARR-ROJtSAKLNHWLAI VSVFLV 250 

Query: 233 CSLPLSIYVmY*-SLPf > E>WCFSLS«LSSSVSSSANPVIYrLVKRRSHRLFTRS 291 

S4 L I WF L4¥f 4P 44 L ++SSA P++YFL G +S Rl 

Sbjct: 251 SSI YL61DWF-LFWFQIPAPFPEY — VTDLCIC I NSSAKP I VYFLAGRDKSORLHCP 305 

Query: 292 LGTVLQQALRE — EPELEGGETPTVGTNEM 319 

L V 0+ALR+ EP TP T EM 
Sbjct: 306 LRWFOJULRDGAEPGDAASSTPWTVTHEM 335 



8/34 



>sp|Q98907|P2Y3_CHICK P2Y PURIKOCEPTOR 3 (P2Y3) (NUCLEOSIDE DIPHOSPHATE 
RECEPTOR). 
Length = 328 

Score = 452 (159.1 bits). Expect = 2.0e-43, P = 2.0e-43 
Identities = 85/185 (45*). Positives = 116/185 (62X) 

Query: 15 COFSEKYKQVYLSLAYS) I FI LGLPLNGTVLWF1G0JKRKCATTYL VNLMVAOLLYVL 74 

C F E++KQV L L YS++FHGLPLM V4 V K 4 T Y44HL 4ADLLYV 
Sbjct: • 13 CTFHEFJTCQVILPLVYSWFLLGL PL ^WWIGQIW.A^O(ALTR^IYMlKUMADLLYVC 72 

Query: 75 HPFLIITYSLOTRWPFGELLCKLVHFLFYINLYGSILLLTCISVHQFLGVCHPLCSLPY 133 

LP LI Y4 0 KPFG4 CK V F FY NL+GSIL LTCISV 444G4CWL S 
Sbjct: 73 SLPLLIYHnOWrWPF{»RaFVRFOmMLHGSILFLTClSVOTYHGICHPUSWK 132 

Query: 134 RT-RRHA*IGTSTTWALVVLQLLPTLAFSHTDYIW^IWYIKTS0ENF1)RLFAYGIVIT 192 

♦ 44 WL 4 N +V+ Q LPT F4 T 4 4 YD44 4 F YGI LT 
Sbjct: 133 KKGKKLmVCAAV^IVIAQaPTFWASTGTQRNRTVCYDLSPPORSTSYFPYGITLT 192 

Query: 193 LSGFL 197 
++GFL 

Sbjct: 193 ITGFL 197^ 



9/34 
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>sp|002824|A1AA_RABIT ALPHA-1A ADRENERGIC RECEPTOR (ALPHA 1 A-ADREMOCEPTOR ) 
(ALPHA-1C ADRENERGIC RECEPTOR). 
Length =466 

Score = 295 (103.8 bits), Expect = 1.0e-31, Sun P(2) = 1.0e-31 
Identities = 66/215 (30X), Positives = 113/215 (52%) 

Query: 8 STRESNSSHTOf LSKMPI SLAHGI I RSTVLV1 FLAASFV6N I VLALVLQRXPQLLQVTN 67 

S S+SS+ P 4 P4444 I* +t 4 4GNI44 L ♦ L VT+ 
Sbjct: 5 SGNASOSSNCTHPPA — PVNJSKAILLGVILGGLILFGVLGMILVILSVACHRHLHSVTH 62 

Ouery: 6B RFIFNLLVTDLLQISLVAPWWATSVPLFWPLNSHFCTALVSLTHLFAFASVKTIVVVSV 127 

+1 NL V DLL S V P+ 4 4* FC 44 L AS+ 44 V4S4 
Sbjct: 63 YYI VNLAVADLLLTSTVLPFSAI FEILGYVAFGRVFCNIWAAVDVLCCTASI ISLCVI SI 122 

Query: 128 DRYLSI IKPLSYPSKMTORRGYLLLYGTWIVAI LQSTPPLYQrfGOAAFDERNALCSHIWG 187 

DRY* 4 4PL YP+ +TQRR6 L W 444 S PL+GW Q A D4 +C + 
Sbjct: 123 DRYIGVSYPLRYPTIVTQRmW^LCVWSLVISVWGW^ 179 

Query: 188 ASPSYTILSVVSFIVIPLIVHIAaSVVFCAARRO 222 

P Y 4 S 4 4PL 444A Y V* A+R+ 
Sbjct: 180 EEPGYVLFSALGSFYVPLT 1 1 LAMYCRVYWAKRE 214 

Score = 108 (37.3 bits), Expect = 1.0e-31, Sun P(2) = 1.0e-31 
Identities = 23/75 ( 30X), Positives = 41/75 (54X) 

Query: 396 KAAXVIFI 1 1 FSmSLGPYCFUVUVWDVETCVFflKVIT] I IWLFFLQCCIHPYVY6 455 

RAAK + 144 4VL P4 4 4 4 4 4 P4 V HUH . CI4P 4Y 
Sbjct: 269 MAXTLGIWGC^CWLPFFIVK > IGSFFP^FKPPLTVFXJVFWLGYLHSCINPIIYP 327 

Ouery: 456 YMHXTIKKEIQDHLK 470 

♦ W Q44LK 
Sbjct: 328 CSSOEFKKAFQNVUC 342 



. WO 01/48188 
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01 0 




HI 1 



1 1/34 



X648T8 

U82440 

X93313 

X87783 

AF 18496 6 

X7S32I 

AF147743 

CPR»8 

AE0037S4 



X64878 
U82440 
X93313 
X87783 
AF 1 84966 
X7C321 
AF1 47743 
GPRvS 
AE 003754 



X64878 

U82440 

X93313 

X87783 

AFI84966 

176321 

AF147743 

GPRvB 

AE003754 



X64878 

U82440 

X93313 

X87783 

AF184966 

X76321 

AF1 47743 

GPRf8 

AEQ03754 



Illlllll 

MEGALAAI ISA-EAA-MASAAPPGAEG NRTAGPPRRNEALA8VEVAVLCL I L 

MEGELAAN IST-EAV-MSSAAPPGAEG NCTACPPRRNEALARVEVAVLCL I L 

■E&CLML DCS-ELP-MSSiroSKKQIHSSRSTRDPLJRNEEVAKrcmLAU I 

KEMFXEQOF-ISFMESSRX'STVGMETFGG RQTYMPLKRHEEVAKVEVTVLALVL 

BEX PCM I TLHP MGSDPFGRNEEVAQ IEIMYLSITF 

MGRIAMQTTAS MOTDPFCRNEEVAMKE I TYLSYTF 

RXMFSFPHQD-STHQTESPPHRLLStTRXS DPVGRPERDEQLAQYE I AVLGV I F 

MPAMFTEGSFDS S GTCQTLDSS PVACTET VTFTE VYEGXE16SF T Y SFKTEQL I TIIVLF 
MCCDHTLFFALFQTEQFAVLI I LF 

Til milium Illlllll TB2 Illlllll 

LLALSCMACVLLALRTTRQKHSRLFFFMXHLS I ADLVVAYFQYLPQILID I TFRFTGPOL 
FLALSGNACVLULRTTRHXMSRLFFFIKHLS I ADLWAVFQVLPQLLID I TFRFTGPOL 
FLALAGN ICVLLCIYt N RKXHS RMTFFMXHLS I ADLVVA I FQVLPQl I ID 1 TFRFT APOl 
FLALAGMLCVL t A I YTAKHTQSRIYYLMXHLS I ADLVVAVFQYLPQL I ID I TFRF YGPOF 
WAV I GMVSVLLAMYKTKKKMSKMHLF I KHLSLADl YVAFFQVLPQLCIE I TYRFFGPDF 
FVAV I GMLS VLLAMHMTKKKSSRMHLF I KH.SLADMYVAFFQYLPQ1X1E I TFRFYGPDF 
LT AS VGNF I L I L VLIR RRKKL 5 RHYVFMIHL S I ADL VVAFFQVLPQL I ID I TDVF I GPOF 
VFT I VCMSVVLFSTIR-RKKXSRMTFFVTQLA I TDSFTCLYM J LTD I HIRFTGDF7APDL 
TV t YLGMSAVLF VMF I NKMRXSRHYF I KQLALADLCVGLLMYLTDI IIRITI SIRAGML 
t» ::: :: :: :»:::* ::».:: * : . :: 



Itttttttttl TM3 11111111111 fttttlttlt TI4 I 

LCRLVKYLQWGMFASTYLLLLNSLDRCLAICQPLRSLRRRT — ORLAVLATILGCLVAS 
LCRLVKYLQWGIFASTYLLLLMSLDRCLAICQPLRSLRRRT — DRLAVLATILGCLVAS 
VCRLVTYLQVVGMFASTYMLLLMSLDRCLAICQPLRSLHRRS — DCVYVLFTIILSFLLS 
LCRLVKYLQTVGMFASTYMLVIMS I DRC I A I CQPLR SLHK RK — DRCYV I VSIALSLVFS 
LCR I VKHLQVTCMFASTYlMYlRnLDHr I A I CHPLKTLQQPTQRS V 111 VSTUCSLVFS 
LCR I YKHLQVLGMF AST Y1HVII7 LOR T I A I CHPLKTLQQPTQRAT I M I CSTILCSLLLS 
LCR 1 1 XYLQLLGMFASTYI I YVMT VORTQAVCYPMYTFQKKRALIM I P I CTSWSISL I LS 
VCR WRYLQWLLYAST YVLVSLS I DRTHA I VYPMXFLQCEKQ-ARVL I V I AISLSFLFS 
AOCA I RFSQVCVTT SSTYVL VANS IDRYDA1 THPIMFSKSIXR-ARHLVAGAIL I SALES 
*: : . 4 ::44*::: :::>* *: *: ::».:* 

Illlllllll f IIIIIIIIII TM5 Itff ff Iff f tft 

APQVH I FSLREVADG — VFDCIAVF I QP — IGPKAY I Tl I TLAVY I YPV I VLATCVCL I S 
APQVHJFSLREVADC— VFDC1AYF I QP — IGPKAY IT! IT LAV Y I YPV I VLAACYGL I S 
TPQTVJ FSLTEVGMG— VYDCRADF I QP — KPKAY I Til TLA VY 1 1 PVMI LSVCYGL I S 
VPQVV IFSLRE I GMG — VYDCIGDFVQP — RGAKAY I Tl I SLTIYI IPVAI LGGCYGL I S 
TPQTF I FSLSEVKMGSTVKDCIAHF I EP — KARAT IT1ITGGIFLYPYV I LVMCYGF I C 
TPQ YF I FSLSE I QNGS YVYDCKHF I EP— ICI RAY I Tl I TVG I FL I PV 1 1 LI I CYGF I C 
LPQVF I FSX IE I SPG— I FECIAEFIQP— ■GPRAYVT1 1 LW I FFIPST IL I TCQVK I C 
I PTL I IFGKRTLSMG~EVQC1ALIPDDSYITP--Ylfr I VAFLVYFIPLTI ISIHYGIVI 
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I LSVAQtRHLHSVTHYY I VHLA VAOILLT STVLPFSA I FEVLGYIAF6R VFCB I IAAVDV 
I LSVACHRHLHSVTHV Y I VBLAVADLLLTSTVLPFSA 1 FEVLGYIAFCB VFCB I IAAVDV 
I LSVACHRHLHSVTHYY I VBLAVADLLLTSTVLPFSA I FE VL CYVAFGR VFCB 1 IAAVDV 
I LSVACHRHLHSVTHYY I VBLAVADLLLT STVLPFSA I FE YLCYIAFG* VFCB I IAAVDV 
J LSVACHRHLH3VTHYY I VNLAVADL LLTSTVL PFSA I FE I LGVIAFGRVFCB I IAAVDV 
I LSVACHRHLHSVTHYV I VNLAVADL LLTSTVLPFSA IFE I LGVIAFGRVFCB I IAAVDV 
I LSWCHXHLQTVTYYF I VBLAVADLLLSSTVLPFSA IFE I LDRIVFCRVFCB I IAAVDV 
ILSVVCHRHLQTVTYVFIVHLAVADLLLSSTVLPFSAIFEILORIVFGRVFCRtlAAVDV 
VVTLYKKSYLLTLSNKFVFSLTLSHFLLSVLVLPFYVTSS I RREI I FCW1CBFSALL YL 
ALYLQRKPQLLQVTNRF I FBLL VTDLLQ I SLVAPIVVATSVPLFIPLISHFCTALVSLTH 
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LCCTAS I BCLC 1 1 S I DRY I GVSYPLRYPT I VTQRRGLBALLCY1ALSLV I S I GPLFGH- 
LCCTAS I BCLC I 1 S I DRY 1 GVSYPLRYPT I VTQRRGLBALLCYBALSIV I S I GPLFGBR- 
LCCTAS IBCLCI I S I DRY I GVSYPLRYPT I VTQRRGLBALLCVBALSLV I S ICPLFGIR- 
LCCTAS IBCLCI IS I DRY I GVSYPLRYPT I VTQRRGLBALLCVBALSLV I S I GPLFGW- 
LCCTAS I BGLC 1 1 S I DRY I GVSYPLRYPT I VTQRRGLBALLCVBALSLV I S ICPLFGBR- 
LCCTAS I BGLC 1 1 S I ORY I GVSYPLRYPT I VTQRRGLBALLCVBALSLV I S I CPLFGBR- 
LCCTAS 1 1 SLCVI S I DRY I GVSYPLRYPT I VTQRRGLRALLCV1AFSLV I SVGPLFGN8- 
LCCTAS I BGLC 1 1 S I DRY I GVSYPLRYPT I VTQRRGVRALLCYIVLSLV I S ICPLFGW- 
LCCTASIBSLCVISVDRVIGVSYPLRYPAtBTKRRALLAVBLLBVLSVI ISIGPLFGBX- 
LCCTAS I BSLCV I SVDRY I GVSYPLRYPA I BTKRRALLAVBLLBVLSVI I S I GPLFGBX- 
L I SSASBLTLGV I A I DRYYAVL YPBV YPBK ITGBRAVBALVY I ILHSL IGCLPPLFGBSS 
LFAFASVBT I VVVSVDRYLS 1 1 HPLS YPSKBTQRRGTLLL YCTB I VA I LQSTPPLTGBGQ 
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QPAPEDET I CQ I BE — EPGYVLFSALGSFYLPLA 1 1 LVBYCRVYVVAKRESRGLX S 

QPAPEDET I CQ I HE — EPGYVLFSALGSFYLPLA 1 1 L VBYCRVY WAKRESRGU S 

QPAPEDET I CQ I BE — EPGYVLFSALGSFYLPLA 1 1 L VBYC RVY V VAKRESRGLK S 

QPAPEDET I CQ I NE — EPGYVLFSALGSFYLPLA I ILVBYCRVYWAKRESRGLK S 

QPAPEDET I CQ I BE — EPGYVLFSALGSFYLPLA 1 1 LVBYCRVYYVAKRESRGLK S 

QPAPDOET I CQ I BE — EPC V VLFSALGSF Y VPL T 1 1 LABYCRVYWAKRESRGLK S 

QPAPEDET I CQ I BE — EPGYVLFSALGSFYVPLA 1 1 LVBYCRVYYVAKRESRGLK S 

EPAPEDETYCK I TE — EPGYA I FSAVCSFTLPLA I ILABYCRVYVVAQKESRGLK E 

EPAPEDETVCK I TE — EPGYA I FSA VGSFYLPLA I ILABYCRVYVVAQKESRGLK E 

VEFDEFKIBCVAAIHREPGYTAFIQ I ICALFPFL VBLVCYGF I FRVARVKARKVH C 
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GLKTDKSDSEQVTLR I HRKBAPAGGSGBASAKTKTKFS VRLLKFSREKKAAKTLG I VVG- 
GLKTDXSOSEQVTLR IHRKBAPAGCSGBASAKTKTKFSVRLLKFSREKKAAKTLGIVYG- 
GLKTDKSDSEQVTLR I HRKNAPAGCSGBASAXTKTHFS VRLLKFSREKKAAKTLG I VVG- 
GLKTDKSDSEQVTLR I HRKKAPAGGSCBASAKTKTHFS VRLUFSREKKAAKTLG I VVG- 
GLKTDK SDSEQ VTLR I HRKNAPAGGSGBASAKTKTHFSVRLLXFSREKXAAXTLG 1 V VG- 
GLKTDKSDSEQVTLR 1HRKBAPACCSGBASAKTKTHFSVRLLKFSREKKAAKTLGI VVG- 
GUTDKSDSEQYTLR IHRKBAPACGSCVASAKKKTHFSVRLLKFSREKKAAKTLGI VYC- 
CLKTDKSOSEQVTLR IHRKBYPAEGGCVSSAKBKTHFSVRLLXFSREKKAAKTLG I WG- 
CQX I EKSDSEQV I LRBHRGBTTVSED — EALRSRTHFALRLLKFSREKKAAXTLG I VVG- 
GQK IEKSOSEQV I LRBHRGBTTVSED— EALRSRTKFALRLLKFSREKKAAKTLG I WC- 

GTWIVEEDAQRTG IKIISSTSTS-SSCSRRBAFQCVVYSANQCX-ALITILVVLC- 

SLEVRVKDCVENEDEECAEKKEEFQD — ESEFRRQHEGEVKAKEGft BEAK DCS LKAXEGS 



tfftltlt TBS fltlltStltllltl tlfllftlllS* TB7 

CFVLCILP FFLVBP I GSFFPD FKPSETVFK I VFILGTLBSC IB 

CFVLCILP FFLVIP I GSFFPO FKPSETVFKI VFILCYLBSC I B 

CFVLCILP FFLVBP I GSFFPD FKPSETVFK I VFILGTLBSC I B 

CFVLCILP FFLVBP IGSFFPD FKPSETVFK I VFILGTLBSC I B 

CFVLCILP FFLVBP I GSFFPD FKPSETVFK I VFILGTLBSC I N 

CFVLCILP FFLVBP I GSFFPD FKPSETVFK I VFILGTLBSC I B 

CFVLCILP FFLVXPICSFFPO FKPPETVFK I VFILGTLBSC IB 

CFVLCILP FFLVBP IGSFFPD FKPSETVFK I VFILGTLBSC IB 

CFVLCILP FFLVLP I GS I FPA YRPSOTVFK I TFILGYFBSC IB 

—CFVLCILP FFLVLP I GS I FPA YRPSDTVFK I TFILGYFBSC I B 

AFBV7ICP YBVVIA5EALIGK SSVSPSLETIATILSFASAVCH 

TGTSESSVEARGSEEVRESSTVASDGSBEGXEGSTKYEENSBXADXGRTEVBQCS I DLGE 
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flftllfj 

-PI IYPCSSQEFK KAFQNVLR i QCLCRKQSSKH ALCYT-LHPPSQAVEGQNK 

-PI t YPCSSQEFK KAFQ1VLR I QCLRRKQSSKH AL GYT-LHPPSQA VEGQHX- 

-P 1 1 YPCSSQEFK KAFQNVLR I QCLRRKQSSKH ALCYT-LHPPSQAVECQHK- 

-Pl IYPCSSQEFK KAFQIVLI I QCLRRKQSSKH ALGTT-tHPPSQAVECQHK- 

-Pl I YPCSSQEFK KAFQNVLR I QCLRRKQSSKH ALGVT-LHPPSQAVECQHX- 

-Pl I YPCSSQEFK KAFQNVLR IQCLCRKQSSKH ALCTT-LKPPSQAVECQHX- 

-P I IYPCSSQEFK KAFQNYLK i QCLRRKQSSKH ALGYT-LHAPSQALEGQHX- 

-Pl t YPCSSQEFK KAFQNVLR I QCLRRKQSSKH ALGYT-LHPPSQALEGQHR- 

-P 1 1 YLCSNQEFK KAFQSLLCVHCLRBTPRAKHHHLSVGQSQTQGHSLT I SLDSXG 

-PI I YLCSNQEFK KAFQSLLGVKCLRBTPRAJMttLS VGQSQTQGHSLT I SLDSXG 

-PL I YGLtN KTVRKELLCBCFGORVYREP FVQR — QRTSRLFS I SBR- 

M«FttDDI«FSEODVEAVIIIPESLPPSRRBSBSNP PLPRCYQCXAAKV I F 1 1 IFS 

DBVR I PVGSRETF YR I SKTDC — VCE1XFFSSBPRGSAI I TVSXDQS — SCTTARVRSKS 
DBVR I PVGSRETF YR J S K TDC — VCEIXFFSSBPRGSAR I TVSXDQS — SCTTARVRSKS 
DBVR I PVGSRETFYR I SKTOC-VCEiXFFSSBPRGSAR I TVSXDQS — SCTTARVRSKS 
OBVR 1 PVGSRETFYR I SKTDG — VCEVKFFSSBPRCSAR I TVSXDQS— SCTTARTKSRS 
DBVR I PVGSRETFTRI5KTDG — VCEVXFFSSBPRGSAI I TVSXDQS — SCTTARGHTPB 
DBVR I PVGSRETFYR t SXTDC- VCEIXFFSSBPRGSAR I TVSXDQS — SCTTARRGBDC 
DBVR I PVGSGETFYR I SXTOG— VCEIXFFSSBPRGSAR I TVPXDQS—ACTTARVRSKS 
OBVR I PYGSGETFVX I SKTOC- VCE1KFFSSBPQCSAR I TVPKDQS — ACTTARVISKS 
APCRLSPSSSVALSRTPSSRD— SREIRVFSGGPIRSG— PGPTEAC— RAXVAKLCBKS 
APCRLSPSSSVALSRTPSSRD— SREIIVFSGCPIISG—PGPTEAG— tAXVAKLCBXS 

- 1 TDLGLSPHLTALBAG CQPLCHS— SSTGOTC— FSCSQDSCN- 

YYLSLCPYCFLAVLAVIVDVETQVPQIVITI 1 1 ILFFLQCC I NPYWGYBHKT I KXE I QD 



FIQVCCCYCPS-TPSLDKB-HQVPT IKVHTI SLSENGEEV- 
FLQVCCCVGPS-TPSLDXB— HQVPT IXVHT I SLSEI6EEV- 
FLEVCCCVCPS-TPSLDKB— HQVPTIKVHT I SLSEHGEEV— 



VTRLECSG 1 1 LAHCH — LRLPGSRDSPASASQAACTTGDVPPGRRHQAQL I FVFl V 



RYFTKMCR EH I KHYB — FBBPPIRXGLEC— 



FLQVCCCVCPS-TPNPGEB — HQVPT I K IHT I SLSEHGEEV— 
FLQVCCCVCSS-APRPEEM — HQVPT IK IHT I SLGENGEEV- 



LHITCCC I LRARTPTQDPAPLGDLPT IKIHQLSLSEKGESV- 

LHRTCCCILRARTPTQOPAPLGDLPTIK IHQLSLSEKGESV 

-LRAL- 



HLKXFFCKEK— PPKEDSH— PDLPGTEGGTECK I VPSYDSATFP- 



ETGFHHVGQDOLOLLTS 
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<210> 1 
<211> 371 
<212> PUT 
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<213> Hobo sapiens 



<40O> 1 

Met Pro Ala Asn Phe Thr Glu Gly Ser Pbe Asp Ser Ser Gly Thr Gly 
15 10 15 

Gin Thr Leu Asp Ser Ser Pro Val Ala Cys Thr Glu Thr Val Thr Phe 
20 25 3D 

Thr Glu Val Val Glu Gly Lys Glu Trp Gly Ser Phe Tyr Tyr Ser Phe 
35 40 45 

Lys Thr Glu Gin Leu lie Thr Leu Trp Val Leu Phe Val Phe Thr He 
50 55 60 

Val Gly Asn Ser Val Val Leu Pbe Ser Thr Trp Arg Arg Lys Lys Lys 
65 70 75 80 

Ser Arg Met Thr Phe Phe Val Thr Gin Leu Ala lie Thr Asp Ser Phe 
85 90 95 

Thr Gly Leu Val Asn He Leu Thr Asp He Asn Trp Arg Pbe Thr Gly 
100 105 110 



Asp Phe Thr Ala Pro Asp Leu Val Cys Arg Val Val Arg Tyr Leu Gin 
115 120 125 
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Val Val Leu Leu Tyr Ala Ser Thr Tyr Val Leu Val Ser Leu Ser lie 
130 135 140 



Asp Arg Tyr His Ala He Val Tyr Pro Met Lys Pbe Leu Gin Gly Glu 
145 150 155 160 

Lys Gin Ala Arg Val Leu He Val He Ala Trp Ser Leu Ser Phe Leu 
165 170 175 

Phe Ser He Pro Thr Leu He He Phe Gly Lys Arg Thr Leu Ser Asn 
180 185 190 

Gly Glu Val Glu Cys Trp Ala Leu Trp Pro Asp Asp Ser Tyr Trp Thr 
195 200 205 

Pro Tyr Met Thr He Val Ala Phe Leu Val Tyr Phe He Pro Leu Thr 

210 215 220 . 

He He Ser He Met Tyr Gly He Val He Arg Thr He Trp He Lys 

225 230 235 240 

Ser Lys Thr Tyr Glu Thr Val He Ser Asn Cys Ser Asp Gly Lys Leu 
245 250 255 

Cys Ser Ser Tyr Asn Arg Gly Leu He Ser Lys Ala Lys He Lys Ala 



WO 01/48188 rcr/jpw 
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260 265 270 

He Lys Tyr Ser He He He He Leu Ala Pbe He Cys Cys Trp Ser 
275 280 285 

Pro Tyr Phe Leu Pbe Asp 1 le Leu Asp Asn Pbe Asn Leu Leu Pro Asp 
290 295 300 

Thr Gin Glu Arg Phe Tyr Ala Ser Val He He Gin Asn Leu Pro Ala 
305 310 315 320 

Leu Asn Ser Ala He Asn Pro Leu He Tyr Cys Val Pbe Ser Ser Ser 
325 330 335 

. He Ser Phe Pro Cys Arg Glu Gin Arg Ser Gin Asp Ser Arg Met Thr 
340 345 350 

Phe Arg Glu Arg Thr Glu Arg His Glu Met Gin He Leu Ser Lys Pro 

355 360 365 

Glu Phe lie 
370 



<210> 2 
<211> 363 
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<212> PRT 

<213> Hom sapiens 



<400> 2 

Met Gly Pro Gly Glu Ala leu Leu Ala Gly Leu Leu Val Met Val Leu 
15 10 IS 

Ala Val Ala Leu Leu Ser Asd Ala Leu Val Leu Leu Cys Cys Ala Tyr 
20 25 30 

Ser Ala Glu Leu Arg Thr Arg Ala Ser Gly Val Leu Leu Val Asn Leu 
35 40 45 

Ser Leu Gly His Leu Leu Leu Ala Ala Leu Asp Met Pro Pbe Thr Leu 
50 55 60 

Leu Gly Val Met Arg Gly Arg Thr Pro Ser Ala Pro Gly Ala Cys Gin 
65 70 75 80 

Val He Gly Pbe Leu Asp Thr Phe Leu Ala Ser Asn Ala Ala Leu Ser 
85 90 95 

Val Ala Ala Leu Ser Ala Asp Gin Trp Leu Ala Val Gly Phe Pro Leu 
100 105 110 

Arg Tyr Ala Gly Arg Leu Arg Pro Arg Tyr Ala Gly Leu Leu Leu Gly 
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115 120 125 

Cys Ala Trp Gly Gin Ser Leu Ala Pbe Ser Gly Ala Ala Leu Gly Cys 
130 135 140 

Ser Trp leu Gly Tyr Ser Ser Ala Phe Ala Ser Cys Ser leu Arg Leu 
145 150 155 160 

Pro Pro Glu Pro Glu Arg Pro Arg Phe Ala Ala Pbe Thr Ala Thr Lea 
165 170 175 

Bis Ala Val Gly Pbe Val Leu Pro Leu Ala Val Leu Cys Leu Thr Ser 
180 185 190 

leu Gin Val His Arg Val Ala Arg Arg His Cys Gin Arg Met Asp Thr 
195 200 205 

Val Thr Met Lys Ala Leu Ala Leu Leu Ala Asp Leu His Pro Ser Val 
210 215 220 

Arg Gin Arg Cys Leu He Gin Gin Lys Arg Arg Arg His Arg Ala Thr 

225 230 235 240 . 



Arg Lys He Gly He Ala He Ala Thr Phe Leu lie Cys Phe Ala Pro 
245 250 255 
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Tyr Val Met Thr Arg Leu Ala Glu Leu Val Pro Phe Val Thr Val Asn 
260 265 270 

Ala Gin Trp Gly He leu Ser Lys Cys Leu Thr Tyr Ser Lys Ala Val 

275 280 . 285 

Ala Asp Pro Pbe Thr Tyr Ser Leu Leu Arg Arg Pro Phe Arg Gin Val 
290 295 300 

Leu Ala Gly Met Val His Arg Leu Leu Lys Arg Thr Pro Arg Pro Ala 
305 310 315 320 

Ser Thr His Asp Ser Ser Leu Asp Val Ala Gly Met Val His Gin Leu 
325 330 335 

Leu Lys Arg Thr Pro Arg Pro Ala Ser Thr His Asn Gly Ser Val Asp 
340 345 350 

Thr Glu Asn Asp Ser Cys Leu Gin Gin Thr His 
355 360 



<210> 3 
<211> 419 
<212> PRT 
<213> Hoao sapiens 
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<400> 3 

Met Leu Ala Ala Ala Phe Ala Asp Ser Asn Ser Ser Ser Met Asn Val 
15 10 15 

Ser Phe Ala His Leu His Phe Ala Gly Gly Tyr Leu Pro Ser Asp Ser 
20 25 30 

Gin Asp Trp Arg Thr He He Pro Ala Leu Leu Val Ala Val Cys Leu 
35 40 45 

Val Gly Phe Val Gly Asn leu Cys Val He Gly He Leu Leu His Asn 
50 55 60 

Ala Trp Lys Gly Lys Pro Ser Met He His Ser Leu lie Leu Asn Leu 
65 70 75 80 

Ser Leu Ala Asp Leu Ser Leu Leu Leu Phe Ser Ala Pro He Arg Ala 
85 90 95 

Thr Ala Tyr Ser Lys Ser Val Trp Asp Leu Gly Trp Phe Val Cys Lys 
100 105 110 

Ser Ser Asp Trp Phe He His Thr Cys Met Ala Ala Lys Ser Leu Thr 
115 120 125 
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lie Val Val Val Ala Lys Val Cys Phe Met Tyr Ala Ser Asp Pro Ala 
130 13S 140 

Lys Gin Val Ser He His Asn Tyr Thr lie Trp Ser Val Uu Val Ala 
145 150 155 160 

lie Trp Thr Val Ala Ser Uu Leu Pro Leu Pro Glu Trp Phe Phe Ser 
165 170 175 

Thr lie Arg Bis His Glu Gly Val Glu Met Cys Leu Val Asp Val Pro 
180 185 190 

Ala Val Ala Glu Glu Phe Met Ser Het Phe Gly Lys Leu Tyr Pro Leu 
195 200 205 

Len Ala Phe Gly Leu Pro Leu Phe Phe Ala Ser Phe Tyr Phe Trp Arg 
210 215 220 

Ala Tyr Asp Gin Cys Lys Lys Arg Gly Thr Lys Thr Gin Asn Leu Arg 

225 230 235 240 

Asn Gin He Arg Ser Lys Gin Val Thr Val Met Leo Uu Ser He Ala 
245 250 255 

He He Ser Ala Val Leu Trp Uu Pro Glu Trp Val Ala Trp Leu Trp 

260 265 270 
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Val Trp His Uu Lys Ala Ala Gly Pro Ala Pro Pro Gin Gly Phe He 

275 280 285 

Ala Uu Ser Gin Val Uu Met Phe Ser He Ser Ser Ala Asn Pro Uu 
290 295 300 

He Phe Leu Val Het Ser Glu Glu Phe Arg Glu Gly Leu Lys Gly Val 
305 310 315 320 

Trp Lys Trp Met lie Tbr Lys Lys Pro Pro Thr Val Ser Glu Ser Gin 

325 - 330 335 

Glu Thr Pro Ale Gly Asn Ser Glu Gly Uu Pro Asp Lys Val Pro Ser 
340 345 350 

Pro Glu Ser Pro Ala Ser He Pro Glu Lys Glu Lys Pro Ser Ser Pro 
355 360 365 

Ser Ser Gly Lys Gly Lys Thr Glu Lys Ala Glu He Pro lie Uu Pro 
370 375 380 

Asp Val Glu Gin Phe Trp His Glu Arg Asp Thr Val Pro Ser Val Gin 
385 390 395 400 

Asp Asn Asp Pro He Pro Trp Glu His Glu Asp Gin Gin Thr Gly Glu 



Gly Val Lys 
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410 



415 
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Phe He Phe He Ala Ala Leu Val Arg Tyr Lys Lys Uu Arg Asn Uu 
85 90 95 



<210> 4 
<2H> 393 
<212> PET 
<213> Hobo sapiens 

<400> 4 

Met Glu Thr Thr Met Gly Phe Het Asp Asp Asn Ala Thr Asn Thr Ser 
15 10 15 

Thr Ser Phe Uu Ser Val Leu Asn Pro His Gly Ala His Ala Thr Ser 

20 25 30 

Phe Pro Phe Asn Phe Ser Tyr Ser Asp Tyr Asp Met Pro Uu Asp Glu 
35 40 45 

Asp Glu Asp Val Thr Asn Ser Arg Thr Phe Phe Ala Ala Lys He Val 
50 55 60 

He Gly Het Ala Uu Val Gly lie Het Leu Val Cys Gly He Gly Asn 

65 70 75 80 



Thr Asn Leu Leu He Ala Asn Uu Ala He Ser Asp Phe Leu Val Ala 
100 105 110 

He Val Cys Cys Pro Phe Glu Met Asp Tyr Tyr Val Val Arg Gin Uu . 
115 120 125 

Ser Trp Glu His Gly His Val Leu Cys Tbr Ser Val Asn Tyr Leu Arg 
130 135 140 

Thr Val Ser Uu Tyr Val Ser Thr Asn Ala Leu Uu Ala He Ala lie 
145 150 155 160 

Asp Arg Tyr Leu Ala He Val His Pro Leo Arg Pro Arg Met Lys Cys 
165 170 175 

Gin Thr Ala Thr Gly Leu He Ala Uu Val Trp Thr Val Ser He Uu 
180 185 190 

lie Ala He Pro Ser Ala Tyr Phe Thr Thr Glu Thr Val Leu Val He 
195 200 205 

Val Lys Ser Gin Glu Lys lie Phe Cys Gly Gin He Trp Pro Val Asp 



210 
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215 220 



Gin Gin Leu Tyr Tyr Lys Ser Tyr Pbe Leu Phe lie Phe Gly lie Glu 

225 230 235 240 

Pbe Val Gly Pro Val Val Thr Met Thr Leu Cys Tyr Ala Arg He Ser 
245 250 255 

Arg Glu Leu Trp Phe Lys Ala Val Pro Gly Phe Gin Thr Glu Gin He 
260 265 270 

Arg Lys Arg Leu Arg Cys Arg Arg Lys Thr Val Leu Val Leu Met Cys 
275 280 285 

lie Leu Thr Ala Tyr Val Leu Cys Trp Ala Pro Phe Tyr Gly Phe Thr 

290 295 300 

He Val Arg Asp Phe Phe Pro Thr Val Pbe Val Lys Glu Lys His Tyr 
305 310 315 320 

Leu Thr Ala Phe Tyr lie Val Glu Cys He Ala Met Ser Asn Ser Met 

325 330 335 

lie Asn Thr Leu Cys Phe Val Thr Val Lys Asn Asp Thr Val Lys Tyr 
340 345 350 
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Phe Lys Lys lie Met Leu Leu Bis Trp Lys Ala Ser Tyr Asn Gly Gly 

355 360 365 

Lys Ser Ser Ala Asp Leu Asp Leu Lys Thr lie Gly Met Pro Ala Thr 
370 375 380 

Glu Glu Val Asp Cys lie Arg Leu Lys 
385 390 



<211> 1116 






<212> DNA 






<213> Ho*> 


sapiens 




<400> 5 






atgccagcca 


acttcacaga 


gggcagcttc 


tcttccccag 


tggcttgeae 


tgaaacagtg 


tggggttcct 


tctactactc 


ctttaagact 


gtttttacca 


ttgttggaaa 


ctccgttgtg 


tcaagaatga 


ccttctttgt 


gactcagctg 


aacatcttga 


cagatattaa 


ttggcgattc 


tgccgagtgg 


teegctattt 


gcaggttgtg 


tccctcagca 


tagacagata 


ccatgccatc 


aagcaageca 


gggtcctcat 


tgtgatcgcc 


accctgatca 


tatttgggaa 


gaggacactg 



gattccagtg 
acttttactg 
gagcaattga 
cttttttcca 
gccatcacag 
actggagact 
ctgctctacg 
gtctacccca 
tggagcctgt 
tecaaeggtg 



ggacegggea 
aagtggtgga 
taactctgtg 
catggaggag 
attctttcac 
tcacggcacc 
cctctaecta 
tgaagttcct 
cttttctgtt 
aagtgcagtg 



gaegctggat 60 
aggaaaggaa 120 
ggtcctcttt 180 
aaagaagaag 240 
aggactggtc 300 
tgacctggtt 360 
cgtcctggtg 420 
teaaggagaa 480 
ctccattccc 540 
ctgggccctg 600 



tggcctgacg 
atccctctga 
agcaaaacct 



cttgccttca 
ctccttccag 
ttgaatagtg 
tgeagggage 
gagatgeaga 



actcctactg 
caatcatcag 
acgaaacagt 
tcatctcaaa 
tctgctgttg 
acacccagga 
ccatcaaccc 
aaagatcaca 
ttctgtccaa 



gaecccatac 
catcatgtat 
gatttccaac 



gagtccatac 
gcgtttctat 
cctcatctac 
ggattccaga 
gecagaatte 
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atgaccatcg 
ggcattgtga 
tgctcagatg 
aaggctatca 
ttcctgtttg 
gcctctgtga 
tgtgtcttca 
atgacgttcc 
atctag 



tggccttcct 
tccgaactat 
ggaaactgtg 
agtatagcat 
acaitttgga 
tcattcagaa 
gcagctccat 



ggtgtacttc 660 
ttggattaaa 720 
cagcagctat 780 
catcatcatt 840 
caatttcaac 900 
cctgccagca 960 
ctctttcccc 1020 
tgagaggcat 1080 
1116 



<210> 6 
<211> 1092 
<212> DNA 
<213> Hobo sapiens 

<400> 6 

atgggccccg gegaggeget gctggcgggt 
ctatccaacg cactggtgct gctttgttgc 
tcaggcgtcc tcctggtgaa tctgtctctg 
cccttcacgc tgctcggtgt gatgegeggg 
gtcattggct tcctggacac cttcctggcg 
agcgcagacc agtggctggc agtgggcttc 
cgctatgccg gcctgctgct gggctgtgcc 
gcacttggct gctcgtggct tggctacagc 
ccgcccgagc ctgagcgtcc gcgcttcgca 



ctcctggtga tggtactggc cgtggcgctg 60 
gcctacagcg ctgagctccg cactcgagcc 120 
ggccacctgc tgctggcggc gctggacatg 180 
cggacaccgt cggcgcccgg cgcatgccaa 240 
tccaacgcgg cgctgagcgt ggcggcgctg 300 
ccactgcgct acgccggacg cctgcgaccg 360 
tggggacagt cgctggcctt ctcaggcgct 420 
agcgccttcg cgicctgttc gctgcgcctg 480 
gccttcaccg ccacgctcca tgccgtgggc 540 



ttcgtgctgc 
agacactgcc 
caccccagtg 
aggaagattg 
aggctggegg 
tgcctgacct 
ttccgccaag 
tccacccatg 
ccgcgcccag 
cagacacaet 



cgctggcggt 
agcgcatgga 
tgcggcagcg 
geattgetat 
agctcgtgcc 
acagcaaggc 
tcctggccgg 
acagctctct 
cgtccaccca 
ga 



gctctgcctc 
caccgtcacc 
ctgcctcatc 
tgcgaccttc 
cttcgtcacc 
ggtggccgac 
catggtgcac 
ggatgtggcc 
caacggctct 
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acctcgctcc 
atg&aggcgc 
cagcagaagc 
ctcatctgct 
gtgaacgece 
ccgttcacgt 
eggctgetga 
ggcatggtgc 
gtggacacag 



aggtgcaccg 
tcgcgctgct 
ggcgccgcca 
ttgccccgta 
agtggggcat 
actctctgct 
agagaacccc 
aecagctget 
agaatgattc 



ggtggcacgc 600 
cgccgacctg 660 
ccgcgccacc 720 
tgtcatgacc 780 
cctcagcaag 840 
ccgccggccg 900 
gcgcccagca 960 
gaagagaacc 1020 
ctgcctgcag 1080 
1092 



<210> 7 
<211> 1260 
<212> DNA 

<213> Bobo sapiens 



<400> 7 
atgctggcag 
_ctccactttg 
gctcUttgg 
ctccttcaca 
agcctggctg 
aaaagtgttt 
tgcatggcag 
agtgacccag 



ctgcctttgc 
ccggagggta 
tggctgtctg 
atgcttggaa 
atctctccct 
gggatctagg 
ccaagagcct 
ccaagcaagt 



agactctaac 
cctgccctct 
cctggtgggc 
aggaaageca 
cctgctgttt 
ctggtttgtc 
gacaatcgit 
gagtatccac 



tccagcagca 
gattcccagg 
ttcgtgggaa 
tccatgatcc 
tctgcaccta 
tgcaagtect 
gtggtggcca 
aactacacca 



tgaatgtgtc 
actggagaac 
acctgtgtgt 
actccctgat 
tccgagctac 
ctgactggtt 
aagtatgett 
tctggtcagt 



ctttgctcac 60 
catcatcecg 120 
gattggcatc 180 
tctgaatctc 240 
ggcgtactcc 300 
tatccecaca 360 
catgtatgea 420 
gctggtggcc 480 



"f 
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atctggactg tggctagcct gttacccctg ccggaatggt tctttagcac catcaggcat 540 
catgaaggtg tggaaatgtg cctcgtggat gtaccagctg tggctgaaga gtttatgtcg 600 
atgtttggta agctetaccc actectggca tttggccttc eattattttt tgccagcttt 660 
tatttctgga Ka^cttatga ccaatgtaaa aaaegaggaa ctaagactca aaatcttaga 720 
aaccagatac gctcaaagca agtcacagtg atgctgctga gcattgccat catctctgct 780 
gtcttgtggc tccccgaatg ggtagcttgg ctgtgggtat ggcatctgaa ggctgcaggc 840 
ccggccccac cacaaggttt catagccctg tctcaagtct tgBtgttttc catctcttca 900 
gcaaatcctc tcatttttct tgtgatgtcg gaagagttca gggaaggctt gaaaggtgta 960 
tggaaatgga tgataaccaa aaaacctcca actgtctcag agtctcagga aacaccagct 1020 
ggcaactcag agggtcttcc tgacaaggtt ccatctccag aatccccagc atccatacca 1080 
gaaaaagaga aacccagctc tccctccUt ggcaaaggga aaactgagaa ggcagagatt 1140 
cccatccttc etgacgtaga gcagttttgg catgagaggg acacagtccc ttctgtacag 1200 
gacaatgacc ctatcccctg ggaacatg&a gatcaagaga caggggaagg tgttaaatag 1260 

<210> 8 
<211> 1182 
<212> DHA 
<213> Hobo sapiens 

<400> 8 

atggagacca ccatggggtt catggatgac aatgccacca acacttccac cagcttcctt 60 
tctgtgctca accctcatgg agcccatgcc acttccttcc cattcaactt cage tac age 120 
gactatgata tgcctttgga tga&gatgag gatgtgacca attccaggac gttctttget 180 
gecaagattg tcattgggat ggccctggtg ggcatcatgc tggtctgegg cattggaaac 240 
ttcatcttta tcgctgccct ggtccgctac aagaaactgc gcaacctcac caacctgctc 300 
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atcgccaacc tggccatctc tgacttcctg gtggccattg tctgctgccc ctttgagatg 360 
gactactatg tggtgcgcca gctctcctgg gagcaeggee acgtcctgtg cacctctgtc 420 
aactacctge gcactgtctc tetctatgtc tccaccaatg ccctgctggc catcgccatt 480 
gacaggtatc tggctattgt ccatccgctg agaccaegga tgaagtgcca aacagccact 540 
ggcctgattg ccttggtgtg gacggtgtcc atcctgatcg ccatccctte cgcctacttc 600 
accaccgaga cggtcctcgt cattgtcaag agecaggaaa agatcttetg cggccagatc 660 
tggcctgtgg accagcagct ctactacaag tcctacttcc tctttatctt tggcatagaa 720 
ttcgtgggcc ccgtggtcac catgaccctg tgetatgece ggatctcccg ggagctctgg 780 
ttcaaggegg tccctggatt ccagacagag cagatccgca agaggctgeg ctgccgcagg 840 
aagaeggtec tggtgctcat gtgcatcctc accgcctacg tgctatgctg ggcgcccttc 900 
taeggcttea ccatcgtgcg cgacttcttc cccaccgtgt ttgtgaagga gaagcactac 960 
ctcactgcct tetacategt egagtgeate gecatgagea acagcatgat caacactctg 1020 
tgcttcgtga ccgtcaagaa cgacaccgtc aagtacttca aaaagatcat gttgctccac 1080 
tggaaggctt cttacaatgg eggtaagtec agtgcagacc tggacctcaa gacaattggg 1140 
atgcctgcca ccgaagaggt ggactgeate agactaaaat aa 1182 

<210> 9 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : an artificially 
synthesized primer sequence 



1 9/6 6 



<40O> 9 

atgccagcca acttcacaga gggcagct 



20/6 6 



<400> 11 

atgggccccg gegaggeget getggegg 



28 



<210> 10 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence tan artificially 
synthesized primer sequence 

<400> 10 

ctagatgaat tctggcttgg acagaatc 28 



<210> 12 
<211> 28 
<212> DHA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :an artificially 
synthesized priner sequence 

<400> 12 

tcagtgtgtc tgetgeagge aggaatca 28 



<210> 11 
<211> 28 
<2I2> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 



<210> 13 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 



2 1/6 e 



<400> 13 

atgctggcag ctgcctttgc agactctaac 



PCT/JP00/D9408 



22/66 



<400> 15 

atggagacca ceatggggtt catggatg 



<210> 14 
<2ll> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized priaer sequence 

<400> 14 

ctatttaaca ccttcccctg tctcttgatc . 30 



<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized prisex sequence 

<400> 16 

ttattttagt ctgatgcagt ccacctcttc 30 



<210> 16 
<2U> 28 
<212> DNA 
<213> Artificial 



<223> Description of Artificial Sequence: an artificially 
synthesized priner sequence 



<210> 17 
<211> 434 
<212> PRT 
<213> Hobo sapiens 



<400> 17 

Met 61u Asp Leu Pbe Ser Pro Ser He Leo Pro Pro Ala Pro Asn lie 
15 10 15 



WO 01/4* J 88 FCT/JPOWW40S j 

23/66 

Ser Val Pro lie Leu Leu Gly Trp Gly Leu Asn Leu Thr Leu Gly Gin 
20 25 30 

Gly Ala Pro Ala Ser Gly Pro Pro Ser Arg Arg Val Arg Leu Val Phe 
35 40 45 

Leu Gly Val He Leu Val Val Ala Val Ala Gly Asn Thr Thr Val Leu 

50 55 60 

Cys Arg Leu Cys Gly Gly Gly Gly Pro Trp Ala Gly Pro Lys Arg Arg 
65 70 75 80 

Lys Met Asp Phe Leu Leu Val Gin Leu Ala Leu Ala Asp Leu Tyr Ala | 
85 90 95 

Cys Gly Gly Thr Ala Leu Ser Gin Leu Ala Trp Glu Leu Leu Gly Glu 
100 105 110 

Pro Arg Ala Ala Thr Gly Asp Leu Ala Cys Arg Phe Leu Gin Leu Leu 
115 120 125 

Gin Ala Ser Gly Arg Gly Ala Ser Ala His Leu Val Val Leu He Ala 
130 135 140 

Leu Glu Arg Arg Arg Ala Val Arg Leu Pro His Gly Arg Pro Leu Pro 
145 150 155 160 



WO 01/48188 PCT/J POO Art 4 08 

24/66 

Ala Arg Ala Leu Ala Ala Leu Gly Trp Leu Leu Ala Leu Leu Leu Ala 
165 170 175 

Leu Pro Pro Ala Phe Val Val Arg Gly Asp Ser Pro Ser Pro Leu Pro 
180 185 .190 

Pro Pro Pro Pro Pro Thr Ser Leu Gin Pro Gly Ala Pro Pro Ala Ala 

195 200 205 

Arg Ala Trp Pro Gly Gin Arg Arg Cys His Gly He Phe Ala Pro Leu 
210 215 220 

Pro Arg Trp His Leu Gin Val Tyr Ala Phe Tyr Glu Ala Val Ala Gly 
225 230 235 240 

Phe Val Ala Pro Val Thr Val Leu Gly Val Ala Cys Gly His Leu Leu 
245 250 255 

Ser Val Trp Trp Arg His Arg Pro Gin Ala Pro Ala Ala Ala Ala Pro 
260 265 270 

Trp Ser Ala Ser Pro Gly Arg Ala Pro Ala Pro Ser Ala Leu Pro Arg 

275 280 285 

Ala Lys Val Gin Ser Leu Lys Met Ser Leu Leu Leu Ala Leu Leu Phe 



2 5/6 6 

290 295 300 



Val Gly Cys Glu Uu Pro Tyr Phe Ala Ala Arg Leu Ala Ala Ala Trp 
305 310 315 320 

Ser Ser Gly Pro Ala Gly Asp Trp Glu Gly Gla Gly Leu Ser Ala Ala 
325 330 335 

Uu Arg Val Val Ala Met Ala Asn Ser Ala Leu Asn Pro Phe Val Tyr 
340 345 350 

Uu Phe Phe Gin Ala Gly Asp Cys Arg Leu Arg Arg GId Leu Arg Lys 

355 360 365 



Arg Leu Gly Ser Uu Cys Cys Ala Pro Gin Gly Gly Ala Glu Asp Glu 
370 375 380 

Glu Gly Pro Arg Gly His Gin Ala Uu Tyr Arg Gin Arg Trp Pro His 
385 390 395 400 

Pro His Tyr His His Ala Arg Arg Glu Pro Leu Asp Glu Gly Gly Leu 
405 410 415 

Arg Pro Pro Pro Pro Arg Pro Arg Pro Leu Pro Cys Ser Cys Glu Ser 
420 425 430 



2 6/6 6 



Ala Phe 



<210> 18 
<211> 451 
<212> PUT 
<213> Hobo sapiens 

<400> 18 

Met Glu Ser Ser Pro He Pro Gin Ser Ser Gly Asn Ser Ser Thr Uu 
1 5 * 10 15 

Gly Arg Val Pro Gin Thr Pro Gly Pro Ser Thr Ala Ser Gly Val Pro 
20 25 30 

Glu Val Gly Uu Arg Asp Val Ala Ser Glu Ser Val Ala Leu Phe Phe 
35 40 45 

Met Leu Leu Leu Asp Uu Thr Ala Val Ala Gly Asn Ala Ala Val Met 
50 55 60 

Ala Val He Ala Lys Thr Pro Ala Leu Arg Lys Phe Val Phe Val Phe 
65 70 75 80 



His Leu Cys Leu Val Asp Leu Leu Ala Ala Leu Thr Leu Met Pro Leu 



2 7/6 6 

85 90 95 

Ala Met Leu Ser Ser Ser Ala Uu Phe Asp His Ala Leu Pbe Gly Glu 
100 105 110 

Val Ala Cys Arg Uu Tyr Uu Phe Leu Ser Val Cys Phe Val Ser Leu 
115 120 125 

Ala He Leu Ser Val Ser Ala He Asn Val Glu Arg Tyr Tyr Tyr Val 
130 135 140 

Val His Pro Met Arg Tyr Glu Val Arg Met Thr Leu Gly Leu Val Ala 
145 150 155 160 

Ser Val Leu Val Gly Val Trp Val Lys Ala Leu Ala Met Ala Ser Val 
165 170 175 

Pro Val Uu Gly Arg Val Ser Trp Glu Glu Gly Ala Pro Ser Val Pro 
180 185 1 90 

Pro Gly Cys Ser Leu Gin Trp Ser His Ser Ala Tyr Cys Gin Leu Pbe 
195 200 205 

Val Val Val Phe Ala Val Uu Tyr Phe Leu Leu Pro Leu Leu Leu He 
210 215 220 



! 28/66 

Leu Val Val Tyr Cys Ser Met Phe Arg Val Ala Arg Val Ala Ala Met 

225 230 235 240 

GId His Gly Pro Uu Pro Thr Trp Met Glu Thr Pro Arg Gin Arg Ser 

245 250 255 

Glu Ser Leu Ser Ser Arg Ser Thr Met Val Thr Ser Ser Gly Ala Pro 
260 265 270 

Gin Thr Thr Pro His Arg Thr Phe Gly Gly Gly Lys Ala Ala Val Val 

275 280 285 

j Uu Leu Ala Val Gly Gly Gin Phe Leu Leu Cys Trp Leu Pro Tyr Pbe 

290 295 300 

Ser Phe His Leu Tyr Val Ala Uu Ser Ala Gin Pro lie Ser Thr Gly 

305 310 315 320 

i 

Gin Val Glu Ser Val Val Thr Trp He Gly Tyr Pbe Cys Phe Thr Ser 

325 330 335 

Asn Pro Pbe Phe Tyr Gly Cys Leu Asn Arg Gin I le Arg Gly Glu Leu 
340 345 350 

Ser Lys Gin Phe Val Cys Phe Pbe Lys Pro Ala Pro Glu Glu Glu Leu 

355 360 365 



2 9/6 6 



Arg leu Pro Ser Arg Gin Gly Ser lie 61a Glu Asn Phe leu Gin Phe 
370 375 380 

Leu G1d Gly Tbr 61y Cys Pro Ser Glu Ser Trp Val Ser Arg Pro Leo 
385 390 395 400 

Pro Ser Pro Lys Glo Glu Pro Pro Ala Val Asp Phe Arg lie Pro Gly 
405 410 415 



Gin lie Ala Glu Glu Thr Ser Glu Pbe Leu Glu Glu Glu Leu Thr Ser 
420 425 430 

Asp He Ue Met Ser Asp Ser Tyr Leu Arg Pro Ala Ala Ser Pro Arg 
435 440 445 



Leo 61 u Ser 
450 



<210> 19 
<211> 321 
<212> PET 

<213> Hobo sapiens 



WO 01/48183 



30/6 6 

Met Asn 61n Tbr Leu Asn Ser Ser Gly Thr Val Glu Ser Ala Leu Asn 
15 10 15 

Tyr Ser Arg Gly Ser Thr Val His Tbr Ala Tyr Leu Val Leu Ser Ser 

20 25 30 

Leu Ala Met Phe Thr Cys Leu Cys Gly Met Ala Gly Asn Ser Met Val 
35 40 45 

He Trp Leu Leu Gly Phe Arg Met His Arg Asn Pro Phe Cys He Tyr 
50 55 60 

lie Leu Asn Leu Ala Ala Ala Asp Leu Leu Phe Leu Phe Ser Met Ala 
65 . 70 75 80 

Ser Thr Leu Ser Leu Glu Thr Gin Pro Leu Val Asn Thr Thr Asp Lys 
85 90 95 

Val His Glu Leu Met Lys Arg Leu Met Tyr Phe Ala Tyr Thr Val Gly 
100 105 110 

Leu Ser Leu Leu Thr Ala lie Ser Tbr Gin Arg Cys Leu Ser Val Leu 
115 120 125 



Phe Pro lie Trp Phe Lys Cys His Arg Pro Arg His Leu Ser Ala Trp 
130 135 140 



WO 01/48188 FCT/JT-00/09408 
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Val Cys Gly Leu Leu Trp Thr Leu Cys Leu Leu Met Asn Gly Leu Thr 
145 150 155 160 

Ser Ser Phe Cys Ser Lys Phe Leu Lys Phe Asn Glu Asp Arg Cys Phe 
165 170 175 

Arg Val Asp Met Val Gin Ala Ala Leu lie Met Gly Val Leu Thr Pro 
180 185 190 

Val Met Thr Leu Ser Ser Leu Thr Leu Phe Val Trp Val Arg Arg Ser 
195 200 205 

Ser Gin Gin Trp Arg Arg Gin Pro Tbr Arg Leu Pbe Val Val Val Leu 
210 215 220 

Ala Ser Val Leu Val Phe Leu He Cys Ser leu Pro Leu Ser He Tyr 
225 230 235 240 

Trp Phe Val leu Tyr Trp Leu Ser Leu Pro Pro Glu Met Gin Val Leu 
245 250 255 

Cys Phe Ser Leu Ser Arg Leu Ser Ser Ser Val Ser Ser Ser Ala Asn 
260 265 270 
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32/6 6 

275 280 285 

Thr Arg Ser Leu Gly Thr Val leu Gin Gin Ala Leu Arg Glu Glu Pro 

290 295 300 

Glu Leu Glu Gly Gly Glu Thr Pro Thr Val Gly Thr Asn Glu Met Gly 
305 310 315 320 

Ala 



I <210> 20 

<211> 333 
<212> PBT 
<213> Hobo sapiens 

<400> 20 

Met Glu Lys Val Asp Met Asn Tbr Ser Gin Glu Gin Gly leu Cys Gin 
15 10 15 

Phe Ser Glu Lys Tyr Lys Gin Val Tyr Leu Ser Leu Ala Tyr Ser lie 
20 25 30 



Pro Val lie Tyr Phe Leu Val Gly Ser Arg Arg Ser His Arg Leu Pro 



lie Pbe He Leu Gly Leu Pro Leo Asn Gly Thr Val Leu Trp His Phe 
35 40 45 



WO 0V4S1SI 




3 3/6 6 

Trp Gly Gin Thr Lys Arg Trp Ser Cys Ala Tbr Thr Tyr Leu Val Asn 

50 55 60 

Leu Met Val Ala Asp Leu Lea Tyr Val Leu Leu Pro Phe Leu He He 
65 70 75 80 

) 

Thr Tyr Ser Leo Asp Asp Arg Trp Pro Pbe Gly Glu Leu Leu Cys Lys 
85 90 95 

Leu Val His Phe Leu Phe Tyr lie Asn Leu Tyr Gly Ser lie Leu Leu 
100 105 110 

Leu Tbr Cys He Ser Val His Gin Phe Leu Gly Val Cys His Pro Leu 
115 120 125 

Cys Ser Leu Pro Tyr Arg Thr Arg Arg His Ala Trp Leu Gly Thr Ser 
130 135 140 

Thr Thr Trp Ala leu Val Val Leu Gin Leo Leu Pro Thr Leu Ala Phe 
145 150 155 160 

Ser His Thr Asp Tyr He Asn Gly Gin Met Ue Trp Tyr Asp Met Thr 
165 170 175 

Ser Gin Glu Asn Phe Asp Arg Leu Phe Ala Tyr Gly He Val Leu Thr 



WO 01MS183 




34/6 6 

180 185 ISO 

Leu Ser Gly Phe Leu Ser Leu Leu Gly His Phe Gly Val Leu Phe Thr 
195 200 205 

Asp Gly Gin Glu Pro Asp Gin Ala Arg Gly 61a Pro His Glu Asp Arg 
210 215 220 

Gin His Ser Pro Ser Gin Val His Pro Asp His Pro Thr Gly Val Trp 
225 230 235 240 

Pro Leu His Pro Leu Phe Cys Ala Leu Pro Tyr His Ser Leu Leu Leu 
245 250 255 

Pro His Bis Leu Leu Ser Ala Phe Ser Gly Leu Pro Ala Leu Asp Gly 
260 265 270 

Ser Gin Cys Gly Leu Gin Asp Met Glu Ala Ser Gly Glu Cys Glu Gin 
275 280 285 

Leu Pro Gin Pro Ser Pro Val Leu Ser Phe Lys Gly Gly. Lys Asn Arg 
290 295 300 

Val Arg Leu Leu Gin Lys Leu Arg Gin Asn Lys Leu Gly Glu His Pro 
305 310 315 320 



PCT/JPO0W94CS 



3 5/6 6 

Ala Gly Arg Lys Arg Cys Pro Gly Leu Asn Arg Ser Gly 
325 330 



<210> 21 
<211> 508 
<212> PET 
<213> Hoao sapiens 

<400> 21 

Met Thr Ser Thr Cys Thr Asn Ser Thr Arg Glu Ser Asn Ser Ser His 
1 5 10 15 

Thr Cys Met Pro Leu Ser Lys Met Pro lie Ser Leu Ala His Gly lie 
20 25 30 

lie Arg Ser Thr Val Leu Val He Phe leu Ala Ala Ser Phe Val Gly 
35 40 45 

Asn He Val Leu Ala Leu Val Leu Gin Arg Lys Pro Gin Leu Leu Gin 
50 55 60 



Val Thr Asn Arg Phe He Phe Asn Leu Leu Val Tbr Asp Leu Leo Gin 
65 70 75 80 



PC77JP04VD9408 



3 6/6 6 

85 90 95 

Trp Pro Leu Asn Ser His Phe Cys Thr Ala Leu Val Ser Leu Thr His 
100 105 110 

Leu Phe Ala Phe Ala Ser Val Asn Tbr He Val Val Val Ser Val Asp 
115 120 125 

Arg Tyr Leu Ser He He His Pro Leu Ser Tyr Pro Ser Lys Met Thr 
130 135 140 

Gin Arg Arg Cly Tyr Leu Leu Leu Tyr Gly Thr Trp He Val Ala He 
145 150 155 160 

Leu Gin Ser Thr Pro Pro Leu Tyr Gly Trp Gly Gin Ala Ala Phe Asp 
165 170 175 

Glu Arg Asn Ala Leu Cys Ser Met He Trp Gly Ala Ser Pro Ser Tyr 
180 185 190 

Thr He Leu Ser Val Val Ser Phe He Val He Pro leu He Val Met 
195 200 205 



He Ala Cys Tyr Ser Val Val Phe Cys Ala Ala Arg Arg Gin His Ala 
210 215 220 



He Ser leu Val Ala Pro Trp Val Val Ala Thr Ser Val Pro Leu Phe 



WOO 1/43 1H 




3 7/6 6 

Leu Uu Tyr Asn Val Lys Arg His Ser Leu Glu Val Arg Val Lys Asp 
225 230 235 240 

Cys Val Glu Asn Glo Asp Glu Glu Gly Ala Glu Lys Lys Glu Glu Phe 
245 250 255 

Gin Asp Glu Ser Glo Phe Arg Arg Gin Bis Glu Gly Glu Val Lys Ala 

260 265 270 

Lys Glu Gly Arg Het Glu Ala Lys Asp Gly Ser Leu Lys Ala Lys Glu 
275 280 285 

Gly Ser Thr Gly Thr Ser Glu Ser Ser Val Glu Ala Arg Gly Ser Glu 
290 295 300 

Glu Val Arg Glu Ser Ser Thr Val Ala Ser Asp Gly Ser Met Glu Gly 

305 310 315 320 

Lys Glu Gly Ser Thr Lys Val Glu Glu Asd Ser Met Lys Ala Asp Lys 
325 330 335 

Gly Arg Thr Glu Val Asn Gin Cys Ser 1 le Asp Leu Gly Glu Asp Asp 
340 345 350 

Met Glu Phe Gly Glu Asp Asp lie Asn Phe Ser Glu Asp Asp Val Glu 
355 360 365 



WO 01/48183 




3 8/6 6 



Ala Val Asn lie Pro Glu Ser Uu Pro Pro Ser Arg Arg Asn Ser Asn 
370 375 380 

Ser Asn Pro Pro Uu Pro Arg Cys Tyr Gin Cys Lys Ala Ala Lys Val 
385 390 395 400 

He Phe lie lie He Phe Ser Tyr Val Leu Ser Leu Gly Pro Tyr Cys 
405 410 415 

Phe Leu Ala Val Uu Ala Val Trp Val Asp Val Glu Thr Gin Val Pro 
420 _ 425 430 

Gin Trp Val He Thr He He He Trp Uu Phe Phe Leu Gin Cys Cys 
435 440 445 

He His Pro Tyr Val Tyr Gly Tyr Met His Lys Thr He Lys Lys Glu 
450 455 460 

He Gin Asp Met Leu Lys Lys Phe Phe Cys Lys Glu Lys Pro Pro Lys 
465 470 475 480 

Glu Asp Ser His Pro Asp Leu Pro Gly Thr Glu Gly Gly Thr Glu Gly 
485 490 495 

Lys He Val Pro Ser Tyr Asp Ser Ala Thr Phe Pro 
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39/66 
500 505 

<210> 22 

<2U> 1305 1 
<212> DNA j 
<213> Hobo sapiens ] 

i 
i 

<400> 22 

atggaggatc tctttagccc cteaattctg ccgccggcgc ccaacatttc cgtgcccatc 60 
ttgctgggct ggggtctcaa cctgaccttg gggcaaggag cccctgcctc tgggccgccc 120 
agccgccgcg tccgcct«gt gttcctgggg gtcatcetgg tggtggcggt ggcaggcaac 180 
accacagtgc tgtgccgcct gtgcggcggc ggcgggccct gggcgggccc caagcgtcgc 240 
aagatggact tcctgctggt gcagctggcc ctggcggacc tgtacgcgtg cgggggcacg 300 
gcgctgtcac agctggcctg ggaactgctg ggcgagcccc gcgcggccac gggggacctg 360 
gegtgccgct tcctgcagct gctgcaggca tccgggcggg gcgceteggc ccacctcgtg 420 
gtgctcatcg ccctcgagcg ccggcgcgcg gtgcgtcttc cgcacggccg gccgctgccc 480 
gcgcgtgccc tcgccgccct gggctggctg ctggcactgc tgctggcgct gcccccggcc 540 
ttcgtggtgc gcggggactc cccctcgccg ctgccgccgc cgccgccgcc aacgtccct* 600 
cagccaggcg cgcccccggc cgcccgcgcc tggccggggc agcgtcgctg ccacgggatc 660 
ttcgcgcccc tgccgcgctg gcacctgcag gtctacgcgt tctacgaggc cgtcgcgggc 720 
ttcgtcgcgc ctgttacggt cctgggcgtc gcttgcggcc acctactctc cgtctggtgg 780 
cggcaccggc cgcaggcccc cgcggctgca gcgccctggt cggcgagccc aggtcgagcc 840 
cctgcgccca gcgcgctgcc ccgcgccaag gtgcagagce tgaagatgag cctgctgctg 900 
gcgctgctgt tcgtgggctg cgagctgccc tactttgccg cccggctggc ggccgcgtgg 960 
tcgtccgggc ccgcgggaga ctgggaggga gagggcctgt cggcggcgct gcgcgtgglg 1020 



WO 01/48188 PCT/JPOO/09408 
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gcgatggcea acagcgctct caatcccttc gtctacctct tcttccaggc gggcgactgc 1080 
cggctccggc gacagctgcg gaagcggctg ggctctctgt gctgcgcgcc gcagggaggc 1140 
gcggaggacg aggaggggcc ccggggccac caggcgctct accgccaacg ctggccecac 1.200 
cctcattatc accatgctcg gcgggaaccg ctggacgagg gcggcttgcg cccaccccct 1260 
ccgcgcccca gacccctgcc ttgctcctgc gaaagtgcct tctag . 1305 

<210> 23 
<211> 1356 
<212> DNA 
<213> Hooo sapiens 

<400> 23 

atggagtcct cacccatccc ccagtcatca gggaactctt ccactttggg gagggtccct 60 
caaaccccag gtccctctac tgccagtggg gtcccggagg tggggctacg ggatgttgct 120 
tcggaatctg tggccctctt ettcatgctc ctgctggact tgactgctgt ggctggcaat 180 
gccgctgtga tggccgtgat cgccaagacg cctgccctcc gaaaatttgt cttcgtcttc 240 
cacetctgcc tggtggacGt gctggctgcc ctgaccetca tgcccctggc catgctctcc 300 
agctctgccc tetttgacca cgccctcttt ggggaggtgg cctgccgect ctacttgttt 360 
ctgagcgtgt gctttgtcag cctggccatc ctctcggtgt cagccatcaa tgtggagcgc 420 
tactattacg tagtccaccc catgcgctac gaggtgcgca tgacgctggg gctggtggcc 480 
tctgtgctgg tgggtgtgtg ggtgaaggcc ttggccatgg cttctgtgcc agtgttggga 540 
agggtctcct gggaggaagg agctcccagt gtccccccag gctgttcact ccagtggagc 600 
cacagtgcct actgccagct ttttgtggtg gtctttgctg tcctttactt tctgttgccc 660 
ctgctcctca tacttgtggt ctactgcagc atgttccgag tggcccgcgt ggctgccatg 720 
cagcacgggc cgctgcccac gtggatggag acaccccggc aacgctccga atctctcagc 780 




4 1/6 6 

agccgctcca egatggtcac cagctcgggg gccccccaga ccaccccaca ccggacgttt 840 
gggggaggga aagcagcagt ggttctcctg gctgtggggg gacagttcct gctctgttgg 900 
ttgccctact tctctttcca cctctatgtt gccctgagt* ctcagcccat ttcaactggg 960 
caggtggaga gtgtggtcac ctggattggc tacttttgct tcacttccaa ccctttcttc 1020 
tatggatgtc tcaaccESca gatccggggg gagctcagca agcagtttgt ctgcttcttc 1080 
aagccagctc cagaggagga gctgaggctg cctagccggg agggctccat tgaggagaac 1140 
ttcctgcagt tccttcaggg gactggctgt ccttctgagt cctgggtttc ccgaccccta 1200 
eccagcccca agcaggagcc acctgctgtt gactttcgaa tcccaggcca gatagctgag 1260 
gagacctctg agttcctgga gcagcaactc accagcgaca tcatcatgtc agacagctac 1320 
ctccgtcctg ccgcctcacc ccggctggag tcatga 1356 

<210> 24 
<211> 966 
<212> DNA 
<213> Bono sapiens 

<400> 24 

atgaaceaga ctttgaatag cagtgggacc gtggagtcag ccctaaacta ttccagaggg 60 
agcacagtgc acacggccta cctggtgctg agctccctgg ccatgttcac ctgcctgtgc 120 
gggatggcag gcaacagcat ggtgatctgg ctgctgggct ttcgaatgca caggaacccc 180 
ttctgcatct atatcctcaa cctggcggca gccgacctcc tcttcctctt cagcatggct 240 
tccacgctca gcctggaaac ccagcccctg gtcaatacea ctgacaaggt ccacgagctg 300 
atgaagagac tgatgtactt tgcctacaca gtgggcctga gcctgctgac ggccatcagc 360 
acccagcgct gtctctctgt cctcttccct atctggttca agtgtcaccg gcccaggcac 420 
ctgtcagcct gggtgtgtgg cctgctgtgg acactctgtc tcctgatgaa cgggttgacc 480 



woo 1/4S isa 




4 2/6 6 

tcttccttct gcagcaagtt cttgaaatic aatgaagatc ggtgcttcag ggtggacatg 540 
gtccaggccg ccctcatcat gggggtctta eccccagtga tgactctgtc cagcctgacc 600 
ctctttgtct gggtgcggag gagctcccag cagtggcggc ggcagcccac acggctgttc 660 
gtggtggtee tggcctctgt cctggtgttc ctcatctgtt ccctgcctct gage ate tac 720 
tggtttgtgc tctactggtt gagcctgccg cccgagatgc aggtcctgtg cttcagcttg 780 
tcacgcctct cctcgtccgt aagcagcagc gccaaccccg tcatctactt cctggtgggc 840 
ageeggagga gccacaggct gcccaccagg tccctgggga ctgtgctcca acaggegett 900 
cgegaggage ccgagctgga aggtggggag acgcccaccg tgggcaccaa tgagatgggg 960 
gcttga 966 

<210> 25 
<211> 1002 
<212> DNA 
<213> Homo sapiens 

<400> 25 

atggagaagg tggacatgaa tacatcacag gaacaaggtc tetgecagtt ctcagagaag 60 
tacaagcaag tctacctctc cctggcctac agtatcatct ttatcctagg gctgccacta 120 
aatggcactg tcttgtggca cttctggggc caaaccaagc gctggagctg tgccaccacc 180 
tatctggtga acctgatggt ggccgacctg ctttatgtgc tattgecett cctcatcatc 240 
acctactcac tagatgacag gtggcccttc ggggagctgc tetgeaaget ggtgcacttc 300 
ctgttctata tcaaccttta cggcagcatc ctgctgctga cctgcatctc tgtgcaccag 360 
ttcctaggtg tgtgccaccc actgtgttcg ctgccctacc ggacccgcag geatgectgg 420 
ctgggcacca gcaccacctg ggccctggtg gtcctccagc tgctgcccac actggccttc 480 
tcccacacgg actacatcaa tggccagatg atctggtatg acatgaccag ccaagagaat 540 
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tttgategge tttttgecta eggcatagtt ctgacattgt ctggctttct ttccctcctt 600 
ggtcattttg gtgtgctatt cactgatggt caggagectg ateaagecag aggagaacct 660 
catgaggaca ggcaaeacag cccgagccag gtccatccgg accatcctac tggtgtgtgg 720 
cctcttcacc ctctgttttg tgcccttcca tatcactcgc tccttctacc tcaccatctg 780 
etttctgett tctcaggact gccagctctt gatggcagee agtgtggcct acaagatatg 840 
gaggectctg gtgagtgtga gcagctgcct caacccagtc ctgtactttc tttcaagggg 900 
ggcaaaaata gagtcaggct cctccagaaa ctgaggcaga acaagttggg tgagcatcca 960 
gctgggagga agagatgece agggttgaac agatctgggt aa 1002 

<210> 26 
<211> 1527 
<212> DNA 
<213> Hobo sapiens 

<400> 26 

atgaegtcca cctgcaccaa cagcacgcgc gagagtaaca gcagccacac gtgcatgccc 60 
ctctccaaaa tgcccateag cctggcceac ggcatcatcc gctcaaccgt gctggttatc 120 
ttcctcgccg cctctttcgt eggcaacata gtgctggcgc tagtgttgca gcgcaagccg 180 
cagctgctgc aggtgaccaa ccgttttatc tttaacctcc tcgtcaccga cctgctgcag 240 
atttegcteg tggccccctg ggtggtggce acctctgtgc ctctettctg gcccctcaac 300 
agccacttct gcacggccct ggttagcctc acccacctgt tcgccttcgc cagcgtcaac 360 
accattgtct tggtgtcagt ggategctae ttgtccatca tccaccctct ctcctacccg 420 
tccaagatga cecagcgccg cggttacctg ctcctctatg gcacctggat tgtggccatc 480 
ctgeagagea ctcctccact etaeggctgg ggccaggctg cctttgatga gegcaatget 540 
ctctgctcca tgatctgggg ggccagcccc agctacacta ttctcagcgt ggtgtccttc 600 
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ategtcatte cactgattgt catgattgee tgctactccg tggtgttctg tgcagcccgg 660 
aggcagcatg ctctgctgta caatgtcaag agacacagct tggaagtgcg agtcaaggac 720 
tgtgtggaga atgaggatga agagggagca gagaagaagg aggagttcca ggatgagagt 780 
gagtttcgee gecagcatga aggtgaggtc aaggecaagg agggcagaat ggaagccaag 840 
gacggcagcc tgaaggccaa ggaaggaagc aeggggacca gtgagagtag tgtagaggee 900 
aggggcagcg aggaggtcag agagagcagc acggtggcca gcgacggcag catggagggt 960 
aaggaaggca gcaccaaagt tgaggagaac agcatgaagg cagacaaggg tegcacagag 1020 
gtcaaccagt gcagcattga cttgggtgaa gatgacatgg agtttggtga agacgacatc 1080 
aatttcagtg aggatgacgt cgaggcagtg aacatcccgg agagcctccc acccagtcgt 1140 
egtaacagea acagcaaccc tcctctgccc aggtgetace agtgcaaagc tgctaaagtg 1200 
atcttcatca tcattttctc ctatgtgcta tccctggggc cctactgctt tttagcagtc 1260 
ctggccgtgt gggtggatgt cgaaacccag gtaccccagt gggtgatcac cataatcatc 1320 
tggcttttct tectgeagtg ctgcatccac ccctatgtct atggctacat gcacaagace 1380 
attaagaagg aaatccagga catgetgaag aagttcttet gcaaggaaaa gcccccgaaa 1440 
gaagatagee acccagacct gcccggaaca gagggtggga ctgaaggcaa gattgtccct 1500 
tcctacgatt ctgctacttt tccttga 1527 

<210> 27 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceian artificially 
synthesized primer sequence 
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<400> 27 

atggaggatc tctttajccc ctcaattc 



<210> 28 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceian artificially 
synthesized primer sequence 

<400> 28 

ctagaaggca ctttcgcagg agcaaggc 



<210> 29 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :ao artificially 
synthesized primer sequence 
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<400> 29 

atcgagtcct cacccatccc ccagtcatc 



<210> 30 
<2U> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :an artificially 
synthesized primer sequence 

<400> 30 

tcatgactcc agccggggtg aggcggcag 



<210> 31 
<211> 26 
<212> DNA 
<213> Artificial 



<220> 

<223> Description of Artificial Sequencer 
synthesized primer sequence 



t artificially 
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<400> 31 

atgaaccaga ctttgaatag cagtgg 



<210> 32 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :an artificially 
synthesized primer sequence 



<400> 33 

atggagaagg tggacatgaa tacatcac 



<210> 34 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ran artificially 
synthesized primer sequence 



<400> 32 

tcaagccccc atctcattgg Ucccacs 



<210> 33 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



28 



<400> 34 

ttacccagat ctrttcaacc ctgggcatc 



<210> 35 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 



<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 
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<400> 35 

atgacgtcca cctgcaccaa cagcacgc 28 

<210> 36 
<21J> 29 
<212> DHA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 

<400> 36 

tcaaggaaaa gtagcagaat cgtaggaag 29 
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<400> 37 

ccaggagcgt ttctatgcct 20 

<210> 38 
<211> 20 
<212> DHA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized priaer sequence 

<400> 38 

tgtgatcttt gctccctgca 20 



<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized priner sequence 



<210> 39 
<211> 28 
<212> DHA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized TaqMan probe sequence 
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atctgctttg ccccgtatgt 



20 



<221> nisc.binding 

<222> (1) 

<223> Label FAM (6-carboxy-f luorescein) 



<221> niscj>inding 

<222> (28) 

<223> Label TAHRA 

{6-carboxy-H, N,N* ,»T -tetra»ethylrbodaaine) 

<400> 39 

tcagaacctg ccagcattga atagtgcc 



<210> 40 
<2H> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized primer sequence 



28 



<210> 41 
<211> 20 
<212> DHA 
<213> Artificial 



<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized priser sequence 

<400> 41 

accgccttgc tgtaggtcag 

I 

<210> 42 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized TaqMan probe sequence 



20 



<400> 40 



<220> 
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<22J> niscjiinding 
<222> (1) 

<223> Label FAN (6-carboiy- fluoresce in) 
<220> 

<221> nisc_binding 

<222> (22) 

<223> Label TAMRA 

(6-carbox3r-H,K,H' ,1^ -tetraiBethylrbodaiine) 

<400> 42 

tcrtgccctt cjtcaccgtg aa 22 
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<210> 44 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :an artificially 
synthesized priier sequence 

<400> 44 

ctgtgtccct ctcalgccaa a. 



<210> 43 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized prioer sequence 

<400> 43 

cccagcatcc ataccagaaa a 21 



<210> 45 
<2U> 28 
<212> DBA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized TaqMan probe sequence 

<220> 

<221> Bise.binding 
<222> (1) 
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<223> Label FAN (6-carboxy-f luorescein) 
<220> 

<221> aiscjbinding 
<222> (28) 
<223> Label TAKRA 

(e-carbbxy-N.N.W .r-tetraaethylrhodamine) 

<400> 45 

tgagaaggca gagattccca tccttcct 



<210> 46 
<211> 19 
<212> DNA 
<213> Artificial 



<223> Description of Artificial Sequence:aa artificially 
synthesized priner sequence 

<400> 46 

tcgccatgag caacagcat 



<210> 47 
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<211> 21 
<212> DNA 
<213> Artificial 



<223> Description of Artificial Sequence:an artificially 
synthesized primer sequence 

<400> 47 

cactggactt accgccattg t 



<210> 48 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized TaqMan probe sequence 



<220> 

<221> iisc_biDding 
<222> (1) 

<223> Label FAM (6-carboxy-f luorescein) 
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<220> 

<221> liscjiindins 

<222> (29) 

<223> Label TAHRA 

(6-carboxy-N,N,N' ,N' -tetraoethylrhodaxine) 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized priaer sequence 



<400> 48 

agatcatgtt gctccactgg aaggcttct 



<400> 50 

aaggtcaggt tgagacccca g 



<210> 49 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



<210> 51 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
synthesized priaer sequence 



an artificially 



<223> Description of Artificial Sequence:an artificially 
synthesized TaqHan probe sequence 



<400> 49 

ggatctcttt agcccctcaa ttc 



<210> 50 
<211> 21 
<212> DNA 



23 



<220> 

<221> aiscjiinding 
<222> (1) 

<223> Label FAN (6-carboxy-fluorescein) 
<220> 

<221> aiscjiinding 
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<222> (25) 

<223> Label TAHRA 

(S-carboxy-N.N.N' ,N* -tetraMthylrhodanine) 

<400> 51 

aacatttccg tgcccatctt gct«g 



<210> 52 
<2U> 21 
<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: an artificially 
synthesized primer sequence 

<400> 52 

gctgttgact ttcsaatccc a 



<210> 53 
<211> 23 
<212> DNA 

<Z13> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence ran artificially 
synthesized priaer sequence 

<400> 53 

acggaggta* ctgtctgaca tga 



<210> 54 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 
synthesized TaqHan probe sequence 



<221> ■iscjbindinj 

<222> (1) 

<223> Label FAH <6-carboxy-fluorescein) 
<220> 

<221> nisc.binding 

<222> (26) 

<223> Label TAHRA 
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(6-carboxy-«,N,N* .N'-tetrawthylrbodaiine) 
<400> 54 

tgagttcctg gagcagcaac tcacca 



<210> 55 
<211> 20 
<2i2> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
synthesized priaer sequence 



an artificially 



<400> 55 

ggctttcgaa tgcacaggaa 



<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequencer artificially 
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<400> 57 

ttctgeatet atatcctcaa ectggegg 



62/66 
synthesized priaer sequence 

<400> 56 

ggaagccatg ctgaagagga 



<210> 57 
<211> 28 
<212> DNA 

<213> Artificial Seqaence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized TaqMan probe sequence 

<220> 

<221> aiscjiinding 
<222> (1) 

<223> Label FAH (6-carboxy-fluorescein) 
<220> 

<221> aiscjjinding 

<222> (28) 

<223> Label TAHEA 

(6-carboxy-N,N,N , -tetraaethyirhodaaine) 
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<400> 59 

atcaagagct ggcagtcctg a 



PCT/JP00/D9408 



21 



<210> 58 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 
synthesized priaer sequence 



<210> 60 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ran artificially 
synthesized TaqHan probe sequence 



<400> 58 

tggcctcttc accctctgtt t 

<210> 59 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence ran artificially 
synthesized priner sequence 



<220> 

<221> ■isc.bindin* 

<222> (1) 

<223> Label FAH (6-carboiy-f luorescein) 
<220> 

<221> aisc_binding 
<222> (30) 
<223> Label TAMRA 

{e-carboxy-N.N.N' ,ff -tetraaethyirhodaaine) 

<400> 60 

tccatatcac tcgctccttc tacctcacca 



! 
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<210> 61 
<211> 19 
<212> DMA 

<213> Artificial Sequence 

i 

<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized priner sequence 

<400> 61 

ccaaaatgcc catcagcct 19 

<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenceran artificially 
synthesized primer sequence 

<400> 62 

gcactatgtt gccgac«aaa 20 



i <210> 63 

i <211> 26 

<212> DNA 

<213> Artificial Sequence 
| <220> 

I <223> Description of Artificial Sequenceran artificially 

I synthesized TaqHan probe sequence 

<220> 

<221> aisc.binding 
<222> (1) 

<223> Label FAM (6-carboxy-fluoreseein) 
<220> 

<221> ■iscjundin* 

<222> (26) 

<223> Label TAMEA 

(6-carboxy-N,N, IT ,r -tetraaethylrhodaDlne) 

<400> 63 

catccgctca accgtgctgg ttatct 26 
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